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1. Personal Information:` 
 Sex:  Male 

 Date of Birth:  6 April 1946 

 Place of Birth:  Santhabommali, Andhra Pradesh, India 

 
2. Citizenship:  USA 
 
3. Address and Telephone Numbers: 

 Division of Biostatistics  

 Washington University School of Medicine 

 660 South Euclid Avenue, Box 8067 

 St. Louis, Missouri 63110 

 Phone:  (314) 362-3608 

 e-mail:  dcrao@wubios.wustl.edu 

 FAX:  (314) 362-2693 

 
4. Present Position:  Professor and Director, Division of Biostatistics 

 
5. Education:  

 Indian Statistical Institute B. Stat. 1967 statistics, mathematics, botany,

 Calcutta, India   zoology, biochemistry, chemistry, 

    physics, geology, economics, and 

    genetics 

 

 Indian Statistical Institute M. Stat. 1968 several courses on human genetics 

 Calcutta, India   and probability.  Specialized in 

    advanced probability and 

    mathematical genetics 

 

 Indian Statistical Institute Ph.D. 1971 Thesis: A Statistical Study  

 Calcutta, India   of Tongue Pigmentation in Man 

    (Supervisor: Dr. C.R. Rao)  

 
6. Academic Positions/Employment:  

 1971-1972 Post-doctoral Fellow, Department of Probability and Statistics, University of           
Sheffield, England  

 
 1972-1978 Assistant Geneticist (Asst. Prof.), Population Genetics Laboratory, University of 

Hawaii, Honolulu 
 
 1978-1980 Associate Geneticist (Assoc. Prof.), Population Genetics Laboratory, University of  
  Hawaii, Honolulu 
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 1980-1982 Associate Professor and Director, Division of Biostatistics,  
  Department of Preventive Medicine;  
  Associate Professor, Departments of Psychiatry and Genetics;  
  Adjunct Associate Professor, Department of Mathematics, Washington University, St. 
  Louis, Missouri 

 
 1982-present Professor and Director, Division of Biostatistics;  
  Professor, Departments of Psychiatry and Genetics; Washington University School  
  of Medicine, St. Louis, Missouri 
  Adjunct Professor, Department of Mathematics, Washington University,  
  St. Louis, Missouri. 

7. Other Experience: 

 (a) Acting Director, Population Genetics Laboratory, University of Hawaii, Honolulu, on numerous 

occasions during 1972-80. 

 (b)  Director, Division of Biostatistics, Washington University, St. Louis, MO, 1980 - present 

 (d) President, International Genetic Epidemiology Society (IGES), 1996; (President-Elect, 1995; 

Past-President, 1997). 

8. Awards/ Recognition 

 (a) “Most Admired Man of the Decade” Award from the American Biographical Institute, 1992. 

 (b) TANA Award for “Outstanding Achievements in Science” (Telugu Association of North 

America), 1993. 

 (c) ”Five Hundred Leaders of Influence”, a biographic compilation by the AmericanBiographical 

Institute, 1996. 

 (d) “IGES Leadership Award” from the International Genetic Epidemiology Society (IGES), 1997. 

   (e) “Who’s Who in Medicine and Healthcare, ABI, 1998. 

   (f) “Champion of Public Health”, Awarded by the School of Public Health and Tropical Medicine, 
Tulane University, New Orleans, 2005. 

9. Editorships/ Editorial Boards 

 (a)  Editor-in-Chief, GENETIC EPIDEMIOLOGY (a bimonthly journal published by Wiley-Liss 

1984-1991). 

 (b) Editorial Board (Genetics), OBESITY RESEARCH (1995-present). 

 (c) Editorial Board, HUMAN BIOLOGY (1993-1995). 

 (d) Editorial Board, ANNALS OF EPIDEMIOLOGY (1995-present). 

 (e) Editorial Board, HUMAN HEREDITY (1997-2005). 

   (f) Editorial board, INTERNATIONAL JOURNAL OF HUMAN GENETICS, (2001 – present). 

10. Memberships/Fellowships: 

 (a) Member of the Biometric Society 

 (b) Member of the American Statistical Association 
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 (c) Fellow of the Royal Statistical Society 

 (d) Member of the Society for Epidemiological Research 

 (e) Life member of the American Society of Human Genetics 

 (f) Life member of the Indian Society of Human Genetics 

 (g) Founding member of the International Genetic Epidemiology Society. 

 

11.  Teaching/Training Experience 

  a) 2002 – Present Course master for “Independent Study” in Genetic Epidemiology 

      Course master for “Independent Research” in Genetic Epidemiology 

  b) 2002 – Present Program Director, Genetic Epidemiology  

    Masters of Science (GEMS) Training Program 

c) 2004 – Present Co-Program Director, Pre-doctoral training in  

    “Quantitative Human and Statistical Genetics” (QHSG) 

d) 2006 – Present Program Director, Summer Institute to increase Diversity (Sponsored by  

    NHLBI): “Genetic Epidemiology of Cardiovascular Disease and Risk 

Factors” 

e) Trainees 

Trainee Name Degree Dates of 

Training 

Res Proj Current Position 

Wick Williams Ph.D. 1976-1980 Genetic Epidemiology Deceased (last position was at the 

M.D. Anderson Hospital, 

Houston) 

Van Eerdewegh, 

P. 

Ph.D. 1980-1982 Structural Equation 

Models 

Director of Statistical Genetics, 

Genome Therapeutics Corp. 

Province, M. Ph.D. 1980-1987 Temporal Trends Professor of Genetics,  

Washington University 

Byard, P.J. Post-doc 1981-1982 Genetics of Ped. 

Disorders 

Asst. Prof. of Pediatrics, Ohio 

State University 

McGue, M. Post-doc 1981-1984 Genetic Epidemiology Professor, University of Minnesota 

Borecki, I. Post-doc 1983-1986 Genetic Epidemiology Assoc. Prof. Washington 

University 

Gillian, S. Ph.D. 1984-1988 Genetics of Alcoholism International School, 

 Antwerp, Belgium 

Lobos, E. Ph.D. 1984-1994 Lineage Disequilbrium Research Instructor, Washington 

University 

Vogler, G. Post-doc 1985-1987 Multivariate Path 

Analysis 

Professor, Pennsylvania State 

University 

Silverman, E. Ph.D. 1987-1995 Genetics of COPD Asst. Prof., Brigham & Women’s 

Hospital 

Mitchell, L. Jr. Faculty 1991-1995 Genetic Epidemiology Assoc. Prof. Texas A&M 

University 

Badaruddoza Ph.D. 1992 Genetic Epidemiology The Aligarh Muslim University, 
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Aligarh, India 

Feitosa, M. Post-doc 1992-1994 

1997-1999 

Genetic Epidemiology Res. Asst. Professor, Washington 

University 

Olson, P. Ph.D. 1994 Phenotypic Plasticity 

and Ontogenetic 

Variation. 

Pioneer Hybrid, Des Moines, Iowa 

Todorov, A. Jr. Faculty 1994-1997 Genetic Epidemiology Res.Assoc. Prof., Washington 

University 

Gu, C. Jr. Faculty 1995-1998 Genetic Epidemiology Asst. Prof.., Washington 

University 

An, P. Jr. Faculty 1997-2000 Genetic Epidemiology Res. Asst. Prof., Washington 

University 

Hong, Y. Jr. Faculty 1997-2001 Genetic Epidemiology Faculty, American Heart Assn. 

Corbett, J. Jr. Faculty 2002-2003 Genetic Epidemiology Research Instructor, Washington 

University 

Wu, J. M.S. 2003-2004 Genetic Epidemiology Research Statistician, Washington 

University 

Ehrich, T. Ph.D. 2000-2004 Genetics of Dietary 

Obesity 

Law Student, Northwestern 

University 

Kraja, A. Post-doc 1999-2006 Genetic Epidemiology Res. Instructor, Washington 

University 

Yu, K. Jr. Faculty 2003-2005 Genetic Epidemiology Instructor, National Cancer 

Institute 

Howell, S.A. Ph.D. 2002-2004 Mathematics Selected for the Presidential 

Management Program as a Fellow. 

Systems Analyst for the U.S. 

Army in Virginia. 

Flores, H. M.S. 2005-2006 Genetic Epidemiology Research Assistant, Cardiology, 

Washington University 

de las Fuentes, L. M.D./M.S. 2006-Present Genetic Epidemiology Asst. Prof. Medicine, Washington 

University. 

Ross, J. GEMS MS 2005-2006 Genetic Epidemiology M.D. Student, Duke University 

Kenney-Hunt, J. Ph.D. 2006-Present Genetics DBBS Student, Washington 

University 

Kishore Kumar, 

B. 

Ph.D. 2004-2006 Clinical Trials University of Madras, India 

Crosswhite, 

Michael 

M.S. 2005-2008 Genetic Epidemiology Private Industry 

Huang, Pin-Chia 

(Anya) 

GEMS MS 2006 Genetic Epidemiology GEMS Student, Washington 

University 

Zhou, J B.S. 2006-2008 Genetic imprinting in 

obesity 

GEMS Program – Washington 

University 

Park, Yong-

Moon 

MD/PhD 2007-Present Contribution of 

Important Candidate 

Gene Networks and 

Inflammatory markers 

GEMS Program – Washington 

University 
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to Metabolic Syndrome 

Sung, Yun Ju Ph.D. 2006-Present MCMC linkage analysis 

for two genes and a 

polygenic component on 

general pedigrees 

Assistant Professor, Washington 

University 

Shi, Gang Ph.D. 2006-Present Statistical analysis of 

time-reversal imaging 

Research Instructor, Washington 

University 
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101.  Sharma K, Byard PJ and Rao DC.  Commingling in the distribution of fat related measures in Punjabi 

families.  Human Heredity 34:278-284, 1984. 

102.  Glueck CJ, Laskarzewski PM, Rao DC and Morrison JA.  Familial aggregation of coronary risk 

factors.  In: Coronary Heart Disease, (eds. W Connor & D Bristow), Lippincott Co. 1984. 

103.  Poosha DVR, Byard PJ, Satyanarayana M, Rice JP and Rao DC.  Family resemblance for cranio-

facial measurements in Velanti Brahmins from Andhra Pradesh, India.  American Journal of Physical 

Anthropology 65:15-22, 1984. 

104.  McGue M, Wette R and Rao DC.  Evaluation of path analysis through computer simulation: Effect of 

incorrectly assuming independent distribution of familial correlations.  Genetic Epidemiology 1:255-

269, 1984. 

105.  Barbosa CAA, Morton NE, Wette R, Rao DC and Krieger H.  Race, height, and blood pressure in 

Northeastern Brazil.  Social Biology 30:211-217, 1984. 

106.  Laskarzewski PM, Rao DC and Glueck CJ.  The Cincinnati Lipid Research Clinic Family Study: 

Analysis of commingling and family resemblance for fasting blood glucose.  Genetic Epidemiology 

1:341-355, 1984. 

107.  McGue M, Gottesman II and Rao DC.  Resolving genetic models for the transmission of 

schizophrenia.  Genetic Epidemiology 2:99-110, 1985. 

108.  Province MA and Rao DC.  Path analysis of family resemblance with temporal trends: Applications 

to height, weight, and quetelet index in Northeastern Brazil.  American Journal of Human Genetics 

37:178-192, 1985. 

109.  Lalouel JM, LeMignon L, Simon M, Fauchet R, Bourel M, Rao DC and Morton NE.  Genetic 

analysis of idiopathic hemochromatosis using both qualitative (disease status) and quantitative (serum 

iron) information.  American Journal of Human Genetics 37:700-718, 1985. 

110.  McGue M, Rao DC, Iselius L and Russell JM.  Resolution of genetic and cultural inheritance in twin 

families by path analysis: Application to HDL-cholesterol.  American Journal of Human Genetics 

37:998-1014, 1985. 

111.  Namboodiri KK, Kaplan EB, Heuch I, Elston RC, Green P, Rao DC, Laskarzewski PM, Glueck CJ 
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and Rifkind BM.  The Collaborative Lipid Research Clinics Family Study: Biological and cultural 

determinants of familial resemblance for plasma lipids and lipoproteins.  Genetic Epidemiology 

2:227-254, 1985. 

112.  Rao DC.  "Application of path analysis in Human Genetics" In: Multivariate Analysis-VI (PR 

Krishnaiah, ed.), North-Holland Publishing Co., Amsterdam, pp 467-484, 1985. 

113.  Rao DC.  "Path analysis of family resemblance" In: Human Genetics, and Adaptation, (eds. KC 

Malhotra and A Basu), Statistical Publishing Society, Calcutta, India, pp 451-478, 1985. 

114.  Byard PJ, Poosha DVR, Satyanarayana M, Rao DC and Russell JM.  Path analysis of family 

resemblance for craniofacial traits in Andhra Pradesh nuclear families and twins.  Annals of Human 

Biology 12:305-314, 1985. 

115.  Borecki IB, Malhotra KC, Mathew S, Vijayakumar M, Poosha DVR and Rao DC.  A family study of 

dermatoglyphic traits in India: Resolution of Genetic and Uterine environmental effects for palmar 

pattern ridge counts.  American Journal of Physical Anthropology 68:417-424, 1985. 

116.  Gilligan SB, Borecki IB, Mathew S, Malhotra KC and Rao DC.  A family study of dermatoglyphic 

traits in India: A search for major gene effects on palmar pattern ridge counts.  American Journal of 

Physical Anthropology 68:409-416, 1985. 

117.  Borecki IB, Rao DC, Lalouel JM, McGue M, Gerrard JW.  Demonstration of a common major gene 

with pleiotropic effects on immunoglobuloin E levels and allergy.  Genetic Epidemiology 2:327-338, 

1985. 

118.  Province MA and Rao DC.  A new model for the resolution of cultural and biological inheritance in 

the presence of temporal trends:  Application to systolic blood pressure.  Genetic Epidemiology 

2:363-374, 1985. 

119.  Byard PJ, Poosha DVR, Satyanarayana M and Rao DC.  Family resemblance for components of 

craniofacial size and shape.  Journal of Craniofacial Genetics and Developmental Biology 5:229-238, 

1985. 

120.  Borecki IB, Rao DC, Third JLHC, Laskarzewski PM and Glueck CJ.  A major gene for primary 

hypoalphalipoproteinemia.  American Journal of Human Genetics 38:373-381, 1986. 

121.  McGue M, Gottesman II and Rao DC.  The analysis of schizophrenia family data.  Behavior Genetics 

16:75-87, 1986. 

122.  Rao DC, Borecki IB and Vogler GP.  "Risk factors and role of interdisciplinary studies" In: Proc. 

Workshop on "Genetic Epidemiological Approaches to Health Care" (eds. S Roy, S Basu, A Jindal 

and G Kshatriya), National Institute of Health and Family Welfare, New Delhi, India, pp 81-96, 1986. 

123.  Glueck CJ, Melser MA, Borecki IB, Third JLHC, Rao DC and Laskarzewski PM.  Familial 

Hypoalphalipoproteinemia.  Advances in Experimental Medicine and Biology 201:83-92, 1986. 

124.  McGue M, Wette R and Rao DC.  A Monte Carlo evaluation of three statistical methods used in path 



Curriculum Vitae   14 

D.C. Rao 

 

analysis.  Genetic Epidemiology 4:129-155, 1987. 

125.  Vogler GP, Rao DC, Laskarzewski PM, Glueck CJ and Russell JM.  Multivariate analysis of 

lipoprotein cholesterol fractions.  American Journal of Epidemiology 125:706-719, 1987. 

126.  Rao DC, Vogler GP, Borecki IB, Province MA and Russell JM.  Robustness of path analysis of 

family resemblance against deviations from multivariate normality.  Human Heredity 37:107-112, 

1987. 

127.  Rao DC and Wette R.  Non-random sampling in genetic epidemiology:  Maximum likelihood 

methods for multifactorial analysis of quantitative data ascertained through truncation.  Genetic 

Epidemiology 4:357-376, 1987. 

128.  Rao DC, Vogler GP, McGue M and Russell JM.  Maximum likelihood estimation of familial 

correlations from multivariate quantitative data on pedigrees:  A general method and examples.  

American Journal of Human Genetics 41:1104-1116, 1987. 

129.  Gilligan SB, Borecki IB, Mathew S, Vijayakumar M, Malhotra KC and Rao DC.  A family study of 

dermatoglyphic traits in India:  Segregation analysis of accessory palmar triradii and the atd angle.  

American Journal of Physical Anthropology 74:117-123, 1987. 

130.  Malhotra KC, Vijayakumar M, Borecki IB, Mathew S, Poosha DVR and Rao DC.  Resolution of 

genetic and uterine environmental effects in a family study of new dermatoglyphic measure:  sole 

pattern ridge counts.  American Journal of Physical Anthropology 74:103-108, 1987. 

131.  Mathew S, Vijayakumar M, Borecki IB, Malhotra KC, Poosha DVR and Rao DC.  A family study of 

dermatoglyphic traits in India: Resolution of genetic and environmental effects for Manus, pes and 

total ridge counts in man.  Journal of Genetics 66:93-100, 1987. 

132.  Gottesman II, McGuffin P, Farmer A, McGue M, Vogler GP, Bertelsen A and Rao DC.  "Genetics 

and Schizophrenia - Current state of negotiations" In: Human Genetics,:  Proc. of the 7th International 

Congress Berlin 1986, (eds. F. Vogel and K. Sperling), Springer-Verlag, Berlin, pp 458-465, 1987. 

133.  Province MA and Rao DC.  Familial aggregation in the presence of temporal trends.  Statistics in 

Medicine 7:185-198, 1988. 

134.  Mukherjee BN, Byard PJ, Bhattacharya SK and Rao DC.  Blood pressure in a rural West Bengal 

fishing community:  An epidemiologic profile.  Human Biology 60:69-79, 1988. 

135.  Rao DC, Wette R and Ewens WJ.  Multifactorial analysis of family data ascertained through 

truncation:  A comparative evaluation of two methods of statistical inference.  American Journal of 

Human Genetics 42:506-515, 1988. 

136.  Wette R, McGue M, Rao DC and Cloninger CR.  On the properties of maximum likelihood 

estimators of familial correlations under variable sibship size.  Biometrics 44:717-725, 1988. 

137.  Borecki IB, Laskarzewski PM and Rao DC.  Genetic factors influencing apolipoprotein AI and AII 

levels in a kindred with premature coronary heart disease.  Genetic Epidemiology 5:393-406, 1988. 
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138.  Province MA, Tishler P and Rao DC.  Repeated-measures model for the investigation of temporal 

trends using longitudinal family studies:  Application to systolic blood pressure.  Genetic 

Epidemiology 6:333-347, 1989. 

139.  McGue M, Wette R and Rao DC.  Path analysis under generalized marital resemblance:  Evaluation 

of the assumptions underlying the mixed homogamy model by the Monte Carlo method.  Genetic 

Epidemiology 6:373-388, 1989. 

140.  Byard PJ, Mukherjee, BN, Bhattacharya SK, Russell JM and Rao DC.  Familial aggregation of blood 

pressure and anthropometric variables in patrilocal households.  American Journal of Physical 

Anthropology 79:305-311, 1989. 

141.  Reddy BM and Rao DC.  PTC Taste Sensitivity Revisited:  Complete sorting test supports residual 

family resemblance.  Genetic Epidemiology 6:413-422, 1989. 

142.  Rao DC and Wette R.  Nonrandom sampling in Genetic Epidemiology:  An implementation of the 

Hanis-Chakraborty method for multifactorial analysis.  Genetic Epidemiology 6:461-470, 1989. 

143.  Pérusse L, Rice T, Bouchard C, Vogler GP and Rao DC.  Cardiovascular risk factors in a French 

Canadian population:  Resolution of genetic and familial environmental effects on blood pressure by 

using extensive information on environmental correlates.  American Journal of Human Genetics 

45:240-251, 1989. 

144.  McGue M, Gerrard JW, Lebowitz MD and Rao DC.  Commingling in the distributions of 

immunoglobulin levels.  Human Heredity 39:196-201, 1989. 

145.  King H, Rao DC, Bhatia K, Koki G, Collins A and Zimmet P.  Family resemblance for glucose 

tolerance in a Melanesian population, the Tolai.  Human Heredity 39:212-217, 1989. 

146.  Borecki IB, Rao DC, Yaouanq J and Lalouel JM.  Segregation of genetic hemochromatosis indexed 

by latent capacity of transferrin.  American Journal of Human Genetics 45:465-470, 1989. 

147.  Felix K, Parks T and Rao DC.  Genetics of Immunoglobulin E and allergies, with special reference to 

Indian populations.  Bulletin of the Indian Soc. Hum. Genet Vol XIV:1-5, 1989. 

148.  Vogler GP, Wette R, Laskarzewski PM, Perry TS, Rice T, Province MA and Rao DC.  Heterogeneity 

in the biological and cultural determinants of high-density lipoprotein cholesterol in five North 

American populations:  The Lipid Research Clinics Family Study.  Human Heredity 39:249-257, 

1989. 

149.  Rice T, Vogler GP, Pérusse L, Bouchard C and Rao DC.  Cardiovascular risk factors in a French 

Canadian population:  Resolution of genetic and familial environmental effects on blood pressure 

using twins, adoptees and extensive information on environmental correlates.  Genetic Epidemiology 

6:571-588, 1989. 

150.  Borecki IB, Rao DC, Le Mignon L, Yaouanq J, Simon M and Lalouel JM.  Genetic 

hemochromatosis:  Distribution analysis of six laboratory measures of iron metabolism.  American 

Journal of Medical Genetics 34:435-441, 1989. 
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151.  Rice T, Bouchard C, Borecki IB and Rao DC.  Commingling and segregation analysis of blood 

pressure in a French-Canadian population.  American Journal of Human Genetics 46:37-44, 1990. 

152.  Rao DC and Wette R.  Environmental index in Genetic Epidemiology:  An investigation of its role, 

adequacy, and limitations.  American Journal of Human Genetics 46:168-178, 1990. 

153.  Province MA, Keller J, Higgins M and Rao DC.  Commingling analysis of blood pressure in the 

Tecumseh Community Health Study.  American Journal of Human Biology 2:75-83, 1990. 

154.  Parks T, Felix K, Rice T, Subbarao PV, Marimuthu KM and Rao DC.  A genetic study of 

immunoglobulin E and atopic disease based on families ascertained through asthmatic children.  

Human Heredity 40:69-76, 1990. 

155.  Silverman EK, Pierce JA, Province MA, Rao DC and Campbell EJ.  Variability of pulmonary 

function in alpha-1-antitrypsin deficiency:  Clinical correlates.  Annals of Internal Medicine 111:982-

991, 1990. 

156.  Borecki IB, Rao DC, Yaouanq J and Lalouel JM.  Serum ferritin as a marker on affection for genetic 

hemochromatosis.  Human Heredity 40:159-166, 1990. 

157.  Silverman EK, Province MA, Campbell EJ, Pierce JA and Rao DC.  Biochemical intermediates in 

alpha 1-antitrypsin deficiency:  Residual family resemblance for total alpha 1-antitrypsin, oxidized 

alpha 1-antitrypsin and immunoglobulin E after adjustment for the effect of the Pi locus.  Genetic 

Epidemiology 7:137-149, 1990. 

158.  Rice T, Vogler GP, Perry TS, Laskarzewski PM, Province MA and Rao DC.  Heterogeneity in the 

familial aggregation of fasting plasma glucose in five North American populations: The Lipid 

Research Clinics family study.  International Journal of Epidemiology 19:290-296, 1990. 

159.  McGue M, Borecki IB, Gerrard JW and Rao DC.  Sex-linked determinants for IgM?  Human 

Heredity 40:231-234, 1990. 

160.  Rice T, Vogler GP, Perry TS, Laskarzewski PM, Province MA and Rao DC.  Heterogeneity in the 

familial aggregation of fasting serum uric acid level in five North American populations:  The Lipid 

Research Clinics family study.  American Journal of Medical Genetics 36:219-225, 1990. 

161.  Borecki IB, Rao DC, Yaouanq J and Lalouel JM.  Percent transferrin saturation in segregating 

hemochromatosis.  American Journal of Medical Genetics 36:301-305, 1990. 

162.  Borecki IB, Lathrop GM, Bonney GE, Yaouanq J and Rao DC.  Combined segregation and linkage 

analysis of genetic hemochromatosis using affection status, serum iron, and HLA.  American Journal 

of Human Genetics 47:542-550, 1990. 

163.  Vogler GP, Gottesman II, McGue M and Rao DC.  Mixed model segregation analysis of 

schizophrenia in the Lindelius Swedish pedigrees.  Behavioral Genetics 20:461-472, 1990. 

164.  Bouchard C, Leon AS, Rao DC, Skinner JS and Wilmore JH.  Fitness, and risk factors for coronary 

heart disease.  Letter to the editor.  Journal Clinical Epidemiology 43:1005-1012, 1990. 
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165.  Borecki IB, Province MA, Vogler GP and Rao DC.  Genetics of obesity.  Bulletin of Human Genetics 

15:21-27, 1990. 

166.  Silverman EK, Province MA, Campbell EJ, Pierce JA and Rao DC.  Variability of pulmonary 

function in alpha 1-antitrypsin deficiency:  Residual family resemblance beyond the effect of the Pi 

locus.  Human Heredity 40:340-344, 1990. 

167.  Majumder PP, Bhattacharya SK, Mukherjee BN and Rao DC.  Genetic epidemiological study of 

blood pressure in a sedentary rural agricultural population of West Bengal, India.  American Journal 

of Physical Anthropology  81:563-572, 1990. 

168.  Silverman EK, Province MA, Rao DC, Pierce JA and Campbell EJ.  A family study of the variability 

of pulmonary function in alpha 1-antitrypsin deficiency:  Quantitative Phenotypes.  American Review 

of Respiratory Disease 142:1015-1021, 1990. 

169.  Vogler GP, Rice T, Perry TS, Laskarzewski PM and Rao DC.  Familial aggregation of lipids and 

lipoproteins in families identified through random and nonrandom probands in the Oklahoma Lipid 

Research Clinics family study.  Coronary Artery Disease 2:167-174, 1991. 

170.  Rice T, Vogler GP, Laskarzewski PM, Perry TS and Rao DC.  Familial aggregation of lipids and 

lipoproteins in families ascertained through random and nonrandom probands in the Minnesota Lipid 

Research Clinics family study.  Human Biology 63:419-439, 1991. 

171.  Rice T, Vogler GP, Perry TS, Laskarzewski PM and Rao DC.  Familial aggregation of lipids and 

lipoproteins in families ascertained through random and nonrandom probands in the Iowa Lipid 

Research Clinics family study.  Human Heredity 41:107-121, 1991. 

172.  Rice T, Vogler GP, Laskarzewski PM, Perry TS and Rao DC.  Familial aggregation of lipids and 

lipoproteins in families ascertained through random and nonrandom probands in the Stanford Lipid 

Research Clinics family study.  American Journal of Medical Genetics 39:270-277, 1991. 

173.  Province MA, Keller JB, Higgins MW and Rao DC.  A commingling analysis of obesity in the 

Tecumseh Community Health Study.  American Journal of Human Biology 3:435-445, 1991. 

174.  Rice T, Province MA, Keller JB, Bouchard C, Higgins MW and Rao DC.  Heterogeneity among 

populations for familial aggregation of blood pressure.  American Journal of Human Biology 3:515-

523, 1991. 

175.  Rao DC.  "Statistical considerations in applications of path analysis in Genetic Epidemiology" In: 

Handbook of Statistics Vol. 8, (C.R. Rao and R. Chakraborty eds.), Elsevier Science Publishers, B.V., 

pp 63-80, 1991. 

176.  Borecki IB, Rice T, Bouchard C and Rao DC.  Commingling analysis of generalized body mass and 

composition measures:  The Québec Family Study.  International Journal of Obesity 15:763-773, 

1991. 

177.  Rice T, Nirmala A, Reddy PC, Ramana PV, Krishna KS and Rao DC.  Familial resemblance of blood 

pressure with residual household environmental effects in consanguineous and nonconsanguineous 
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families from Andhra Pradesh, India.  Human Biology 64:869-889, 1992. 

178.  Rice T, Laskarzewski PM and Rao DC.  Commingling and complex segregation analysis of fasting 

plasma glucose in the Lipid Research Clinics family study.  American Journal of Medical Genetics 

44:399-404, 1992. 

179.  Rice T, Laskarzewski PM, Perry TS and Rao DC.  Commingling and segregation analysis of serum 

uric acid in five North American populations:  The Lipid Research Clinics Family Study.  Human 

Genetics 90:133-138, 1992. 

180.  Nirmala A, Rice T, Reddy PC, Krishna KS, Ramana PV and Rao DC.  Commingling and segregation 

analysis of blood pressure in consanguineous and nonconsanguineous families from Andhra Pradesh, 

India.  American Journal of Human Biology 4:703-716, 1992. 

181.  Silverman EK, Province MA, Campbell EJ, Rao DC and Pierce JA.  A family study of alpha 1-

antitrypsin deficiency:  Effects of cigarette smoking, measured genotype, and their interaction on 

pulmonary function and biochemical traits.   Genetic Epidemiology 9:317-331, 1992. 

182.  Rice T, Borecki IB, Bouchard C and Rao DC.  Commingling analysis of regional fat distribution 

measures:  The Québec Family Study.  International Journal of Obesity 16:831-844, 1992. 

183.  Rice T, Borecki IB, Bouchard C and Rao DC.  Segregation analysis of fat mass and other body 

composition measures derived from underwater weighing.  American Journal of Human Genetics 

52:967-973, 1993. 

184.  Nirmala A, Mitchell LE, Rice T, Reddy PC and Rao DC.  Assessment of adiposity in an Indian 

population:  Familial correlations.  Genetic Epidemiology 10:133-143, 1993. 

185.  Mitchell LE, Nirmala A, Rice T, Reddy PC and Rao DC.  The impact of energy intake and energy 

expenditure on the familial transmission of adiposity in an Indian population.  American Journal of 

Human Biology 5:331-339, 1993. 

186.  Rice T, Borecki IB, Bouchard C and Rao DC.  Segregation analysis of body mass index in an 

unselected French-Canadian sample:  The Québec Family Study.  Obesity Research 1:288-294, 1993. 

187.  Borecki IB, Bonney GE, Rice T, Bouchard C, and Rao DC.  Influence of genotype-dependent effects 

of covariates on the outcome of segregation analysis of the body mass index.  American Journal of 

Human Genetics 53:676-687, 1993. 

188.  Rice T, Sprecher DL, Borecki IB, Mitchell LE, Laskarzewski PM and Rao DC.  Cincinnati 

Myocardial Infarction and Hormone family study:  Family resemblance for testosterone in random 

and MI families.  American Journal of Medical Genetics 47:542-549, 1993. 

189.  Rice T, Sprecher DL, Borecki IB, Mitchell LE, Laskarzewski PM and Rao DC.  The Cincinnati 

Myocardial Infarction and Hormone family study:  Familial resemblance for dehydroepiandrosterone 

sulfate in control and myocardial infarction families.  Metabolism 42:1284-1290, 1993. 

190.  Vogler GP and Rao DC.  "Path analysis in genetic epidemiology:  Theory and applications" In: 
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Modern Human Genetics:  A Centennial Tribute to J.B.S. Haldane, (ed. Majumder PP),  New York 

Plenum, New York, pp 291-304, 1993. 

191.  Kleffe J, Province MA and Rao DC.  Statistical analysis of nonrectangular family data.  Biometrical 

Journal 35:899-915, 1993. 

192.  Mitchell LE, Sprecher D, Borecki IB, Rice T, Laskarzewski PM and Rao DC.  Evidence for an 

association between dehydroepiandrosterone sulfate and non-fatal, premature myocardial infarction in 

males.  Circulation 89:89-93, 1994. 

193.  Mitchell LE, Nirmala A, Rice T, Reddy PC and Rao DC.  Commingling analysis of adiposity in an 

Indian population.  International Journal of Obesity 18:1-8, 1994. 

194.  Borecki IB, Province MA, Bouchard C and Rao DC.  "Genetics of obesity:  Etiologic heterogeneity 

and temporal trends" In: The Genetics of Obesity, (ed C. Bouchard), CRC Press, Inc., pp 109-123, 

1994. 

195.  Borecki IB, Rice T, Pérusse L, Bouchard C and Rao DC.  An exploratory investigation of genetic 

linkage with body composition and fatness phenotypes:  The Québec Family Study.  Obesity 

Research 1:213-219, 1994. 

196.  Borecki IB, McGue M, Gerrard JW, Lebowitz M and Rao DC.  Familial resemblance of 

immunoglobulin levels.  Human Genetics 94:179-185, 1994. 

197.  Rao DC and Vogler GP.  "Assessing genetic and cultural heritability" In: Genetic Factors in Coronary 

Heart Disease, (eds. Goldbourt J, deFaire U, and Berg K.), Kluwer Academic Publishers, The 

Netherlands, pp 71-82, 1994. 

198.  Rice T, Province MA, Pérusse L, Bouchard C and Rao DC.  Cross-trait familial resemblance for body 

fat and blood pressure:  Familial correlations in the Québec Family Study.  American Journal of 

Human Genetics  55:1019-1029, 1994. 

199.  Li Z, Bonney GE, Lathrop GM and Rao DC.  Genetic analysis combining path analysis with 

regressive models:  the TAU model of multifactorial transmission.  Human Heredity 44:305-311, 

1994. 

200.  Borecki IB, Province MA and Rao DC.  Power of segregation analysis for detection of major gene 

effects on quantitative traits.  Genetic Epidemiology 11:409-418, 1994. 

201. Li Z, Bonney GE, Lathrop GM and Rao DC.  Genetic analysis combining path analysis with 

regressive models:  the TAU model of multifactorial transmission.  Human Heredity 44:305-311, 

1994. 

202.  Borecki IB, Rice T, Pérusse L, Bouchard C and Rao DC.  Major gene influence on the propensity to 

store fat in trunk versus extremity depots:  Evidence from the Québec Family Study.  Obesity 

Research 3:1-8, 1995. 

203.  Borecki IB, Province MA and Rao DC.  Inferring a major gene for quantitative traits by using 
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segregation analysis and tests on transmission parameters:  How often do we miss?  American Journal 

of Human Genetics 56:319-326, 1995. 

204.  Vogler GP, Sørensen TIA, Stunkard AJ, Srinivasan MR and Rao DC.  Influences of genes and shared 

family environment on adult body mass index assessed in an adoption study by a comprehensive path 

model.  International Journal of Obesity 19:40-45, 1995. 

205.  Province MA and Rao DC.  General purpose model and a computer program for combined 

segregation and path analysis (SEGPATH):  Automatically creating computer programs from 

symbolic language model specifications.  Genetic Epidemiology 12:203-219, 1995. 

206.  Feitosa MF, Borecki IB, Krieger H, Beiguelman B and Rao DC.  The genetic epidemiology of 

leprosy in a Brazilian population.  American Journal of Human Genetics 56:1179-1185, 1995. 

207.  Vogler GP, Wette R, McGue M and Rao DC.  Properties of alternative estimators of familial 

correlations under variable sibship size.  Biometrics 51:276-283, 1995. 

208.  Bouchard C, Leon AS, Rao DC, Skinner JS, Wilmore JH and Gagnon J.  The HERITAGE family 

study:  Aims, design, and measurement protocol.  Medicine and Science in Sports and Exercise 

27:721-729, 1995. 

209.  Rice T, Bouchard C, Pérusse L and Rao DC.  Familial clustering of multiple measures of adiposity 

and fat distribution in the Québec Family Study:  A trivariate analysis of percent body fat, body mass 

index, and trunk-to-extremity skinfold ratio.  International Journal of Obesity 19:902-908, 1995. 

210.  Pérusse L, Després JP, Lemieux S, Rice T, Rao DC and Bouchard C.  Familial aggregation of 

abdominal visceral fat level:  Results from the Québec Family Study.  Metabolism 45:378-382, 1996. 

211.  Feitosa MF, Krieger H, Borecki IB, Beiguelman B and Rao DC.  The genetic epidemiology of 

Mitsuda reaction in leprosy.  Human Heredity 46:32-35, 1996. 

212.  Rao DC, Province MA, Borecki IB, Rice T and Todorov AA.  "Modeling genetic determinants of 

obesity in population and family studies" In: Progress in Obesity Research 94, (ed. A. Angel et al), 

John Libbey & Company Ltd, London, pp 293-303, 1996. 

213.  Wilmore JH, Stanforth PR, Gagnon J, Leon AS, Rao DC, Skinner JS and Bouchard C.  Endurance 

exercise training has a minimal effect on resting heart rate: the HERITAGE study.  Medicine and 

Science in Sports and Exercise 28:829-835, 1996. 

214.  Higgins M, Province MA, Heiss G, Eckfeldt J, Ellison RC, Folsom A, Rao DC, Sprafka JM and 

Williams R for the NHLBI Family Heart Study Investigators.  The NHLBI family heart study:  

Objectives and design.  American Journal of Epidemiology 143(12):1219-1228, 1996. 

215.  Rice T, Tremblay A, Dériaz O, Pérusse L, Rao DC and Bouchard C.  Genetic pleiotropy for resting 

metabolic rate with fat-free mass and fat mass:  the Québec Family Study.  Obesity Research 4:125-

131, 1996. 

216.  Bouchard C, Rice T, Lemieux S, Després JP, Pérusse L and Rao DC.  Major gene for abdominal 
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visceral fat area in the Québec Family Study.  International Journal of Obesity 20:420-427, 1996. 

217.  Rice T, Pérusse L, Bouchard C and Rao DC.  Familial clustering of abdominal visceral fat and total 
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the technical assistance of Spears FM.  Scaling Submaximal Exercise Cardiac Output and Stroke 

Volume:  The HERITAGE Family Study.  Int J. Sports Med 27:993-999, 2006 

496. Lakka TA, Rankinen T, Rice T, Leon AS, Rao DC, Skinner JS and Bouchard C.  Quantitative trait 

locus on chromosome 20q13 for plasma levels of C-reactive protein in healthy whites:  the 

HERITAGE Family Study. Physiol Genomics 27:103-107, 2006 

497. Chang YPC, Liu X, Kim JDO, lkeda MA, Layton MR, Weder AB, Cooper RS, Kardia SLR, Rao DC, 

Hunt SC, Luke A, Boerwinkle E and Chakravarti A.  Multiple Genes Essential-Hypertension 
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Susceptibility on Chromosome 1q.  American Journal of Human Genetics  80:253-264, 2007. 

498. The GenSalt Collaborative Research Group.  GenSalt: rationale, design, methods and baseline 

characteristics of study participants.  Journal of Human Hypertension  21(8):639-646, 2007. 

499. Gu D, Rice T, Shiping W, Yang W, Gu C, Chen CS, Hixson JE, Jaquish CE, Yao ZJ, Liu DP, Rao 

DC and He J.  Heritability of Blood Pressure Responses to Dietary Sodium and Potassium Intake in 

Chinese Population.  Hypertension 50:116-122, 2007. 

500. Hautala AJ, Leon AS, Skinner JS, Rao DC, Bouchard C and Rankinen T.  Peroxisome proliferators-

activated receptor-δ polymorphisms are associated with physical performance and plasma lipids:  the 

HERITAGE Family Study.  Am J Physiol Heart Circ Physiol 292:H2498-H2505, 2007. 

501. Gu CC, Hunt SC, Kardia S, Turner ST, Chakravarti A, Schork N, Olshen R, Curb D, Jaquish C, 

Boerwinkle E and Rao DC.  An investigation of genome-wide associations of hypertension with 

microsatellite markers in the family blood pressure program (FBPP). Human Genetics 121(5):577-

590, 2007. 

502. Shreva R, Miller MB. Lynch AI, Devereux RB, Rao DC, Oberman A, Hopkins PN, Kitzman DW, 

Atwood LD and Arnett DK.  A Whole Genome Scan for Pulse Pressure/Stroke Volume Ratio in 

African Americans:  The HyperGEN Study.  American Journal of Hypertension 20:398-402, 2007. 

503. de Simone G, Tang W, Devereux RB, Hunt SC, Kitzman DW, Rao DC and Arnett DK.  Assesment 

of the interaction of heritability of volume load and left ventricular mass: The HyperGEN offspring 

study.  Journal of Hypertension 25:1397-1402, 2007. 

504. Lynch A, Pankow J, Miller M, Eckfeldt JH, Hunt S, North K, Djousse L and Rao DC.  Sex-specific 

effects of ACE I/D and AGT-M235T on pulse pressure:  The HyperGEN Study.  Human Genetics 

122:33-40, 2007. 

505. Bella JN, Tang W, Kraja A, Rao DC, Hunt SC, Miller MB, Palmieri V, Roman MJ, Kitzman DW, 

Oberman A, Devereuz RB and Arnett DK.  Genome-Wide Linkage Mapping for Valve Calcification 

Susceptibility Loci in Hypertensive Sibships, The Hypertension Genetic Epidemiology Network 

Study.  Hypertension 49:453-460, 2007. 

506. Teran-Garcia M, Rankinen T, Rice T, Leon AS, Rao DC, Skinner JS and Bouchard C.  Variations in 

the four and a half LIM domains 1 gene (FHL1) are associated with fasting insulin and insulin 

sensitivity responses to regular exercise.  Diabetologia 50(9):1858-1866, 2007 

507. Blanche D, Lussier-Cacan S, Gagnon J, Leon AS, Rao DC, Skinner JS, Wilmore JH, Rankinen T, 

Bouchard C and Davignon J.  Effect of Exercise Training on In Vitro LDL Oxidation and Free 

Radical-Induced Hemolysis:  The HERITAGE Family Study. Antioxidants & Redox Signaling 

9(1):123-130, 2007. 

508. Wu J, Province MA, Coon H, Hunt SC, Eckfeldt JH, Arnett DK, Heiss G, Lewis CE, Ellison RC, Rao 

DC, Rice T and Kraja AT.  An investigation of the effects of lipid-lowering medications:  genome-

wide linkage analysis of lipids in the HyperGEN study.  BMC Genetic 8(60):2007. 



Curriculum Vitae   46 

D.C. Rao 

 

509. Spielmann N, Leon AS, Rao DC, Rice T, Skinner JS, Bouchard C and Rankinen T.  CETP genotypes 

and HDL-cholesterol phenotypes in the HERITAGE Family Study. Physiol Genomics 31:25-31, 

2007. 

510. Rankinen T, Church T, Rice T, Markward N, Leon AS, Rao DC, Skinner JS, Blair SN and Bouchard 

C.  Effect of Endothelin 1 Genotype on Blood Pressure Is Dependent on Physical Activity or Fitness 

Levels.  Hypertension 59:1120-1125, 2007. 

511. Spielmann N, Leon AS, Rao Dc, Rice T, Skinner JS, Rankinen T and Bouchard C.  Genome-wide 

linkage scan for submaximal exercise heart rate in the HERITAGE family study.  Am J Physiol Circ 

Physiol 293:H3366-H3371, 2007. 

512. Bosse Y, Despres JP, Chagnon YC, Rice T, Rao DC, Bouchard C, Perusse L and Vohl M-C.  

Quantitative Trait Locus on 15q for a Metabolic Syndrome Variable Derived from Factor Analysis.  

Obesity 15(3):544-550, 2007. 

513. Shi G and Rao DC.  Ignoring Temporal Trends in Genetic Effects Substantially Reduces Power of 

Quantitative Trait Linkage Anaslysis.  Genetic Epidemiology 32:61-72, 2008. 

514. Rao DC.  An Overview of the Genetic Dissection of Complex Traits. Rao DC and Gu C (eds) In 

“Genetic Dissection of Complex Traits” (2
nd

 Edition) New York, Elsevier 2008, 3-34 

515. Miller MB, Schwander K, and Rao DC.  Genotyping Errors and Their Impact on Genetics Analysis.  

Rao DC and Gu CC (eds) “Genetic Dissection of Complex Traits (2
nd

 Edition) New York, Elsvier 

2008, 141-152 

516. Rice TK, Schork NJ and Rao DC.  Methods for Handling Multiple Testing.  In Rao DC and Gu C 

(eds)  “Genetic Dissection of Complex Traits” (2
nd

 Edition) New York, Elsvier 2008, 293-308. 

517. Gu CC, Yu K, and Rao DC.  Characterization of LD Structures and the Utility of HapMap in Genetic 

Association Studies.  Rao DC and Gu C (eds) “Genetic Dissection of Complex Traits”(2
nd

 Edition) 

New York, Elsvier 407-436 

518. Sung YJ and Rao DC.  Model-based linkage analysis with imprinting for quantative traits:  Ignoring 

imprinting effects can severly jeopardize detection of linkage. Genetic Epidemiology  32(5):487-496, 

2008. 

519. Huang P, Kraja AT, Tang W, Hunt SC, North KE, Lewis CE, Deveeux RB, de Simone G, Arnett DK, 

Rice T, and Rao DC.  Factor Relationships of Metabolic Syndrome and Echocardiographic 

Phenotypes in the HyperGEN Study.  Journal of Hypertension 26(7):1360-1366, 2008. 

520 Rao CR, Miller JP, Rao DC (eds) Epidemiology and Medical Statistics, Volume 27 in the series 

entitled “Handbook of Statistics” (Rao CR, Editor), Elsvier Inc, Amsterdam, The Netherlands, 2008. 

521. Rao DC.  Genetic Epidemiology, Encyclopedia of Public Health (Kirch W, Editor), Springer, 2008. 

522. Ehret GB, Morrison AC, O’Connor AA, Grove ML, Baird L, Schwander K, Weder A, Cooper RS, 

Rao DC, Hunt SC, Boerwinkle E and Chakravarti A.  Replication of the Wellcome Trust genome-
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wide association study of essential hypertension:  the Family Blood Pressure Program.  European 

Journal of Human Genetics 16(12):1507-1511, 2008. 

523. Gu CC, Yu K, Ketkar S, Templeton A, and Rao DC.  On Transferability of Genome-wide tagSNPs.  

Genetic Epidemiology 32(2):89-97, 2008. 

524. Chen J, Gu D, Jaquish CE, Chen CS, Rao DC, Liu D, Hixson JE, Hamm LL, Gu CC, Whelton PK, 

and He J for the GenSalt Collaborative Research Group.  Association Between Blood Pressure 

Responses to the Cold Pressor Test and Dietary Sodium Intervention in a Chinese Population.  Arch 

Intern Med 168(16):1740-1746, 2008. 

525. Kraja AT, Province MA, Huang P, Jarvis JP, Rice T, Cheverud JM, and Rao DC.  Trends in 

Metabolic Syndrome and Gene Networks in Human and Rodent Models.  Endocrine, Metabolic & 

Immune Disorders-Drug Targets 8:2008. 

526. Rao DC, and Gu CC (Editors). Genetic Dissection of Complex Traits:  2
nd

 Edition. Elsivier Inc, New 

York, New York. 2008. 

527. He J, Gu D, Chen J, Jaquish CE, Rao DC, Hixson JE, Chen JC, Duan X, Huang Jf, Chen CS, Kelly 

TN, Bazzano LA, Whelton PK, for the GenSalt Collaborative Research Group.  Gender difference in 

blood pressure responses to dietarysodium intervention in the GenSalt study.  Journal of 

Hypertension 27:000-000, 2009. 

528. Yang W, Gu D, Chen J, Jaquish CE, Rao DC, Wu X, Hixson JE, Duan X, Kelly TN, Hamm L, 

Whelton PK, and He J for the GenSalt Collaborative Research Group.  Agreement of Blood Pressure 

Measurements Between Random-Zero and Standard Mercury Sphygmomanometers.  Am J Med Sci 

336(5):373-378, 2008. 

529. Shi G, Gu CC, Kraja AT, Arnett DK, Myers RH, Rankow J, Hunt SC and Rao DC.  Genetic Effect on 

Blood Pressure is Modulated by Age:  The Hypertension Genetic Epidemiology Network Study.  

Hypertension 53:35-41, 2009. 

530. Freedman BI, Kopp JB, Winkler CA, NelsonGW,Rao DC, Eckfeldt JH, Leppert MF, Hicks PJ, 

Divers J, Langefeld CD, and Hunt SC.  Polymorphisms in the Nonmuscle Myosin Heavy Chain 9 

Gene (MYH9) Are Associated with Albuminuria in Hypertensive African Americans:  The 

HyperGEN Study. American Journal of Nephrol 29:626-632, 2009 

531. Argyropoulos G, Stutz AM, IInytska O, Rice T, Teran-Garcia M, Rao Dc, Bouchard C and Rankinen 

T.   KIF5B gene sequence variation and response of cardiac stroke volume to regular exercise.  

Physiol Genomics 36:79-88, 2009. 

532. D’Angelo G, Rao DC, and Gu CC  Combining LASSO and PCA for detection of genexgene 

interactions in genome-wide association studies.  BMC Proceedings  In Press, 2009. 

 Submitted 
 1.  Barbeau P, Gagnon J, Pérusse L, Dionne FT, Leon AS, Skinner JS, Wilmore JH, Rao DC and 

Bouchard C.  EPO gene polymorphism and cardiorespiratory endurance in the HERITAGE Family 

Study.  Medicine and Science in Sports and Exercise (submitted) 2000. 
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 2. Gaskill SE, Walker AJ, Sanchez O, Bouchard C, Gagnon J, Rao DC, Skinner JS, Wilmore JH and 

Leon AS.  Validity and reliability of determination of the ventilatory threshold using 20 second gas 

collection intervals.  International Journal of Sports Medicine (submitted) 2000. 

 3.  Sun G, Gagnon J, Despres JP, Bergeron J, Perusse L, Leon AS, Skinner JS, Wilmore JH, Hong Y, 

Rao DC and Bouchard C.  Plasma lipid and lipoprotein levels are associated with an IGF-I gene 

polymorphism:  The HERITAGE Family Study.  Journal of Lipid Research (submitted) 2000. 

 4. Kraja AT, Rao DC, and Province MA. The Role of Factor Analysis in the complex Disease Gene 

Finding. Metabolic Syndrome and its Related Diseases. (submitted) 2008. 

 5. Sisson SB, Rankinen T, Church TS, Leon AS, Rao DC, Skinner JS, Wilmore JH, Bouchard C and 

Katzmarzyk PT.  Twenty-week Exercise Training Induced Energy Expenditure and Changes in Body 

Composition and Chronic Disease Risk Factors:  The HERITAGE Family Study. (submitted) 2008. 

 6. Park YM, Province MA, Gao X, Feitosa M, Wu J, Ma DD, Rao DC and Kraja AT.  Association of 

Longitudinal MetS with 550K SNPs in the Framingham Heart Study. GAW16 (submitted) 2008. 

 7. Chauhan K, Devereux RB, Rao DC, Broeckel CU, Gu CC, Hopkins CP, and Arnett DK.  Adducin 1 

(alpha) Gly460Trp variant is associated with left ventricular geometry in Caucasians and African 

Americans:  The HyperGEN Study. Journal of Hypertension (submitted) 2008. 

 8. Gu D, Kelly TN, Hixson JE, Chen J, Liu D, Chen J-C, Rao DC, Mu J, Ma J, Jaquish CE, Rice T, Gu 

CC, Whelton PK, and He J.  Genetic variants in the rennin-angiotensin system and salt-sensitivity of 

blood pressure. JAMA (submitted) 2008. 

   9. Joe B, Saad Y, Lee NH, Frank BC, Achinike OH, Luu TV, Gopalakrishnan K, toland EJ, Farms P, 

Yerga-Woolwine S, Manickavasagam E, Rapp JP, garrett MR, Coe DM, Apte SS, Rankinen T, 

Perusse L, Ehret GB, Ganesh S, Cooper RS, Connor AA, Rice T, Weder A, Chakravarti A, Rao DC, 

and Bouchard C.  Positional Identification of variants of Adamts 16 linked to inherited hypertension.  

Hypertension  (submitted) 2009. 

10. Rice TK, Sung YJ, Shi G, Gu CC and rao DC.  Genome-wide association analysis of Framingham 

data for the GAW 16:  The effect of adjustment for medication use. GAW16 Proceedings (submitted) 

2009. 

13.  Abstracts, presentations, and other publications 

1. Detection of inbreeding.  Presented at the International Symposium on Human Genetics, held at 

Waltair, India, 1970 

2. Complex genetic correlations through path diagrams.  Proceedings 24th Annual Meeting of the Indian 

Society of Agricultural Statistics, Madras, India, 1971. 

3. Gene frequency and its importance.  Proceedings of the Symposium on Genetical Demography, 

Indian Science Congress Association, Bangalore, India, 1971. 

4. Segregation probability for tongue pigmentation in man.  4th International Congress of Human 

Genetics, Paris, Book of Abstracts, 1971. 
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5. Path analysis of familial correlations:  Theory and applications.  Presented at the 25th Anniversary 

Meeting of the American Society of Human Genetics, held at Atlanta, Georgia, 1973. 

6. Resolution of cultural and biological inheritance by path analysis.  Presented at the 27th Anniversary 

Meeting of the American Society of Human Genetics, held at Baltimore, 1975. 

7. Path analysis of lipoproteins in nuclear families.  Presented at the 5th International Congress of 

Human Genetics, held in Mexico City, 1976. 

8. Characteristics of a heterogeneity test in human linkage.  Presented at Linkage Meeting, Winnipeg, 

1977. 

9. Path analysis.  Presented at Statistical Methods in Human Genetics, Chapel Hill, NC, April 1978. 

10. Path analysis of family resemblance.  Presented at the Hawaiian Society of Multivariate Experimental 

Psychology, May, 1978. 

11. A maximum likelihood map of chromosome 1.  Presented at 5th International Meeting on Human 

Gene Mapping, Edinburgh, Scotland, 1979. 

12. Analysis of family resemblance I.  Path analysis under mixed homogamy.  Technical Report No. 3, 

Population Genetics Laboratory, University of Hawaii, Honolulu, 1979. 

13. Analysis of family resemblance II.  Path and segregation analyses of attribute data.  Technical Report 

No. 7, Population Genetics Laboratory, University of Hawaii, Honolulu, 1979. 

14. Path analysis under generalized assortative mating.  Presented at the 30th Annual Meeting of the 

American Society of Human Genetics, Minneapolis, 1979. 

15. Cultural and genetic determinants of plasma cholesterol and triglyceride.  Presented at the American 

Heart Association Meeting, 1981. 

16. The Cincinnati Princeton School District Lipid Research Clinic Family Study: Path analysis of 

plasma cholesterol and triglyceride levels.  Presented at the 32nd Annual Meeting of the American 

Society of Human Genetics, Dallas, 1981. 

17. Path analysis of American IQ correlations under generalized assortative mating. 6th International 

Congress of Human Genetics, Jerusalem, Book of Abstracts, 1981. 

18. Cultural and biological determinants of lipids and lipoprotein concentrations.  Presented at the 

American Heart Association Meetings, Dallas, 1981. 

19. Cultural and biological inheritance of plasma lipids.  Presented at the Annual Meeting of the 

American Association of Physical Anthropologists, Eugene, Oregon, April, 1982. 

20. Path analysis in genetic epidemiology.  Presented at C.C. Li Symposium, University of Pittsburgh, 

October, 1982. 

21. Application of path analysis in Human Genetics,.  Presented at the 6th International Symposium on 

Multivariate Analysis, Pittsburgh, July, 1983. 

22. The role of path analysis in coronary heart disease research.  Presented at a workshop on Genetic 

Epidemiology of Coronary Heart Disease: Past, Present, and Future, St. Louis, August, 1983. 

23. Mendelian, Galtonian, and Multifactorial Inheritance in Man.  Presented at the 10th Annual 

Conference of the Indian Society of Human Genetics, Waltair, December, 1983. 
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24. Genetic epidemiology of risk factors for coronary heart disease.  Presented at the 15th International 

Congress of Genetics, New Delhi, December, 1983. 

25. Demonstration of a common major gene with pleiotropic effects on immunoglobulin E levels and 

allergy.  Borecki IB, Rao DC, Lalouel JM, McGue M and Gerrard JW.  Presented at American 

Society of Human Genetics, Meeting, October, 1985, Salt Lake City, UT;  American Journal of 

Human Genetics, 37:189A, 1985. 

26. Province MA and Rao DC.  A new model for the resolution of cultural and biological inheritance in 

the presence of temporal trends:  Application to systolic blood pressure.  Presented at American 

Society of Human Genetics, August, 1985. 

27. Province MA and Rao DC.  Familial aggregation in the presence of temporal trends.  Presented at 

NIH workshop on longitudinal data analysis, December, 1986. 

28. Commingling in the Distributions of Immunoglobulin Levels.  M. McGue, J.W. Gerrard, M.D. 

Lebowitz, D.C. Rao.   Human Heredity, July, 1986. 

29. A new single gene dyslipoproteinemia:  Primary hypoalphalipoproteinemia associated with depressed 

level of apo AII.  Borecki IB, Rao DC and Glueck GJ.  7th International Congress of Human 

Genetics, Abstract p. 404, 1986. 

30. Province MA, Tishler P and Rao DC.  A repeated measures model for the investigation of temporal 

trends using longitudinal family studies:  Application to systolic blood pressure.  Presented at 

American Society of Human Genetics, August, 1987. 

31. Vogler GP, Rao DC, Laskarzewski PM, Perry TS, Rice T and Province MA.  Multifactorial 

transmission of risk factors for coronary heart disease:  Are the mechanisms the same?  Presented at 

the 1988 American Society of Human Genetics meeting, New Orleans, LA.  American Journal of 

Human Genetics, 43:A223 Supplement 1988 (abs). 

32. Vogler GP, Rice T, Laskarzewski PM, Perry TS, Province MA and Rao DC.  Heterogeneity in the 

familial aggregation of risk factors for coronary heart disease in five North American populations:  

The Lipid Research Clinics Family Study. Presented at the 1989 American Society of Human 

Genetics meeting, Baltimore, MD.  American Journal of Human Genetics, 45:A251 Supplement 1989 

(abs). 

33. Borecki IB, Rao DC, Yaouanq J and Lalouel JM.  Genetic hemochromatosis:  Disease and 

biochemical expression in 146 ascertained families.  Presented at the 1989 American Society of 

Human Genetics, Meeting, Baltimore, MD.  American Journal of Human Genetics, 45:A235, 1989 

(abs). 

34. Rice T, Bouchard C, Borecki IB and Rao DC.  Is there a major gene effect on systolic blood 

pressure?  American Journal of Human Genetics, 45:A247, 1989 (abs). 

35. Myers RH, Kiely DK, Borecki IBB, Cupples LA, Kannel WB and Rao DC.  Major gene evidence for 

systolic blood pressure in the Framingham study.  American Society of Human Genetics, 47:A141, 

1990 (abs). 

36. Rice T, Vogler GP, Laskarzewski PM and Rao DC.  Heterogeneity between families ascertained 

through random and hyperlipidemic probands:  Triglyceride and high-density lipoprotein cholesterol 

in the Lipid Research Clinics family study.  Presented at 1990 American Society of Human Genetics 

meeting, Cincinnati, OH.  American Journal of Human Genetics, 47:A143 Supplement 1990 (abs). 
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37. Vogler GP, Srinivasan MR, Stunkard AJ, Sørensen TIA and Rao DC.  The significance of genetic 

and nonshared environmental influences on human obesity:  The Danish Adoption Study.  American 

Journal of Human Genetics, 47:A81, 1990 (abs). 

38. Rice T, Borecki IB, Mitchell LE, Laskarzewski PM, Sprecher D, Feigelson HS and Rao DC.  

Familial aggregation of and multivariate associations among sex steroid hormones.  Presented at the 

8th International Congress of Human Genetics, Washington, D.C.  American Journal of Human 

Genetics (Supplement) 49:480, 1991 (abs). 

39. Mitchell LE, Nirmala A, Rice T, Reddy PC and Rao DC.  First investigation of familial aggregation 

and transmission of adiposity in an Indian population.  Presented at the 8th International Congress of 

Human Genetics, Washington, D.C.  American Journal of Human Genetics, (Supplement) 49:476, 

1991 (abs). 

40. Nirmala A, Rice T, Reddy PC and Rao DC.  Familial aggregation of blood pressure in an Indian 

population. Presented at the 8th International Congress of Human Genetics, Washington, D.C.  

American Journal of Human Genetics 49:477 1991 (abs). 

41. Borecki IB, Rice T, Bouchard C and Rao DC.  First evaluation of major gene hypotheses for primary 

components of body composition measured using underwater weighing. Presented at the 8th 

International Congress of Human Genetics, Washington, D.C.  American Journal of Human Genetics, 

(Supplement) 49:465, 1991 (abs). 

42. Sprecher DL, Borecki IB, Huster GA, Feigelson HS, Rao DC and Laskarzewski PM.  MI vs. control 

sample comparison:  Preliminary data from the endogenous hormone-lipoprotein family study.  

Presented at the American Heart Association, Anaheim, CA 1991. 

43.  Province MA, Arnqvist P, Keller J, Higgins M and Rao DC.  Strong evidence for a major gene for 

obesity in the large, unselected total community health study of Tecumseh.  American Journal of 

Human Genetics, 3:435-455, 1991 (abs). 

44. Province MA and Rao DC.  SEGPATH:  A computer program for creating general, combined 

segregation and path analysis models.  Presented at the First International Genetic Epidemiology 

Society meeting, Minneapolis, MN, June 1992. 

45. Mitchell LE, Sprecher DL, Borecki IB, Rice T, Laskarzewski PM and Rao DC.  Dehydroepiandro-

sterone sulfate and premature myocardial infarction in males.  Presented at the 65th American Heart 

Association, New Orleans, LA, 1992. 

46. Mitchell LE, Nirmala A and Rao DC.  Gene-environment interaction for body mass index?  Presented 

at the First annual meeting, International Genetic Epidemiology Society, Minneapolis, MN, June 

1992. 

47. Vogler GP and Rao DC.  Path analysis in genetic epidemiology:  Theory and applications.  Paper 

presented at the Haldane Centenary International Conference on Human Genetics, Calcutta, India, 

December 1992. 

48. Feitosa MF, Borecki IB, Krieger H, Beiguelman B, and Rao DC.  Genetic susceptibility to Leprosy in 

a Brazilian population sample. Presented at the Second annual meeting, International Genetic 

Epidemiology Society in New Orleans, LA.  Genetic Epidemiology, 10:343, 1993 (abs 

49 Rao DC, Heiss G. and Province MA, for the Family Heart Study Investigators.  Coronary heart 

disease in a new multicenter genetic epidemiological family study:  The Family Heart Study.  
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Presented at the Second annual meeting, International Genetic Epidemiology Society in New Orleans, 

LA.  Genetic Epidemiology, 10:334, 1993 (abs). 

50 Borecki IB, Province MA and Rao DC.  Inferring a major gene for quantitative traits by using 

segregation analysis and tests on transmission parameters:  How often do we miss?  Presented at the 

3rd annual meeting International Genetic Epidemiology Society, Paris, France.  Genetic 

Epidemiology, 11:287, 1994 (abs). 

51 Rao DC.  Genetic epidemiology of complex traits.  Presented at the 3rd annual meeting International 

Genetic Epidemiology Society, Paris, France.  Genetic Epidemiology, 11:1994 (abs). 

52. Feitosa MF, Borecki IB, Rao DC, Beiguelman B, and Krieger H.  The genetics of man’s reaction to 

lepromin.  Presented at the 3rd annual meeting International Genetic Epidemiology Society, Paris, 

France.  Genetic Epidemiology, 11:292, 1994 (abs). 

53 Province MA, Rao DC, Bouchard C, Leon A, Skinner J, Wilmore J and the HERITAGE Group.  A 

new model for the analysis of family study clinical trials:  Searching for genes regulating the response 

to exercise training in the HERITAGE Study.  Presented at the 3rd annual meeting International 

Genetic Epidemiology Society, Paris.  Genetic Epidemiology, 11: 305, 1994 (abs). 

54 Todorov AA, Borecki IB and Rao DC.  Reporting the results of a power study for a two-locus model 

of disease.  Presented at the Genetic Analysis Workshop, 1994. 

55 Rao DC.  Modeling genetic determinants of obesity in population and family studies.  Presented at 

the International Congress of Obesity, Toronto, August, 1994. 

56. Simoneau JA, Gagnon J, Thériault G, Leon AS, Rao DC, Skinner JS, Wilmore JH and Bouchard C.  

Response of  skeletal muscle enzyme activities to endurance training:  variation within and between 

families.  Presented at the 42nd annual meeting of American College of Sports Medicine, 

Minneapolis, Minnesota.  Medicine and Science in Sports and Exercise 27:5 543, 1995. 

57. Pérusse L, Després JP, Lemieux S, Rice T, Rao DC and Bouchard.  Familial resemblance in a

 bdominal visceral fat assessed by computed tomography.  Presented at NAASO, Baton Rouge, LA, 

October 1995.  Obesity Research 3(Suppl 3), 1995 (abs). 

58. Allison DB, Neale MC, Grim CE, Tishler PV, Reddy N, Rao DC and Heymsfield SB.  Does genetic 

predisposition to obesity moderate the BMI blood pressure relationship?  Submitted to NAASO 1995 

meeting. 

59 Allison DB, Reddy N and Rao DC.  Using data from consanguineous matings to assess non-additivity 

in genetic factors influencing adiposity.  Presented at the North American Association for The Study 

of Obesity, October, 1995 meeting. 

60. Feitosa MF, Rice T, Nirmala-Reddy A and Rao DC.  Segregation analysis of regional fat distribution 

in families from Andhra Pradesh, India.  Presented at the 41st Congresso Nacional de Genética, 

Caxambú, Minas Gerais, Brasil.  Brasil. Genet. 18:349 (Suppl B175), 1995 (abs). 

61. Todorov AA, Borecki IB and Rao DC.  Linkage analysis of complex traits using affected sibpairs:  

effects of single-locus approximations on estimates of the required sample size.  Presented at the 45th 

annual meeting American Society of Human Genetics in Minneapolis, MN.  American Journal of 

Human Genetics, 57:987, 1995 (abs). 
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62 Rao DC, Province MA, Borecki IB, Rice T and Todorov A.  Modeling genetic determinants of 

obesity in population and family studies. Proceedings of the 7th International Congress on Obesity, 

1995. 

63. Todorov AA, Borecki IB and Rao DC.  Power calculations under two-locus models of disease. 

American Journal of Human Genetics, 53: A987, 1995 (abs). 

64 Rivera MA, Dionne FT, Gagnon J, Leon AS, Skinner JS, Wilmore JH, Rao DC and Bouchard C.  

BamHI polymorphism in mitochondrial DNA (mtDNA) and aerobic performance in the HERITAGE 

study.  Presented at the ACSM meetings in Cincinnati, OH, 1995. 

65. Barbeau P, Gagnon J, Leon AS, Skinner JS, Wilmore JH, Rao DC, Dionne FT and Bouchard C.  Xbal 

erythropoietin gene polymorphism and aerobic response to training in the HERITAGE study.  

Presented at the ACSM meetings in Cincinnati, OH, 1995 

66. Wilmore JH, Bouchard C, Leon AS, Rao DC and Skinner JS.  The HERITAGE Family Study:  

Genetics, Response to Exercise, and Risk Factors.  Presented at the Third International Conference on 

Nutrition and Fitness Olympic Stadium, Athens, Greece May, 1996. 

67. Rice T, Tremblay A, Dériaz O, Pérusse L, Rao DC and Bouchard C.  An oligogenic model for resting 

metabolic rate.  Presented at the 5th annual meeting of the International Genetic Epidemiology 

Society in Rio de Janeiro, Brazil.  Genetic Epidemiology, 13:305, 1996 (abs). 

68.  Todiriv AA and Rao DC.  Randomization tests to control false-positives in genomic scans for OTLs. 

Presented at the 5
th

 annual meeting of the International Genetic Epidemiology Society in Rio de 

Janeiro, Brazil.  August, 1996. 

69.  Todorov AA and Rao DC.  Trading power and false-positives in a genome wide search for QTLs. 

Presented at the 9
th 

 annual meeting of the International Congress of Human Genetics in Rio de 

Janeiro, Brazil.  August, 1996. 

70.  Gu C, Province MA, Li Z and Rao DC.  A meta-analysis methodology for combining non-parametric 

sibpair linkage results.  Presented at the 5
th

 annual meeting of the International Genetic Epidemiology 

Society (President’s Address), Rio de Janeiro, Brazil.  August 1996. 

71 Rao DC.  CAT scans, PET scans, and genomic scans.  Presidential address delivered at the 5th annual 

meeting of the International Genetic Epidemiology Society in Rio de Janeiro, Brazil.  August 1996. 

72  Rao DC.  Genetic dissection of complex Phenotypes:  State of the Art.  Presented at the 9th 

International Congress of Human Genetics, Rio de Janeiro, Brazil.  August 1996. 

73.  Gu C and Rao DC.  Genetic dissection of complex quantitative traits: Genome wide search using 

sibpairs with extreme trait values.  Presented at the 9th International Congress of Human Genetics, 

Rio de Janeiro, Brazil.  August 1996. 

74.  Feitosa MF, Rice T, Nirmala Reddy A and Rao DC.  Segregation analysis of energy intake and 

energy expenditure in families from Andhra Pradesh, India.  Presented at the 5th annual meeting of 

the International Genetic Epidemiology Society, Rio de Janeiro, Brazil.  August 1996.  Genetic 

Epidemiology 13:308, 1996 (abs). 

75  Wilmore JH, Gagnon J, Leon AS, Rao DC, Skinner JS and Bouchard C. The HERITAGE Family 

Study: Genetics, response to exercise, and risk factors. Proceedings of the Third International 

Conference on Nutrition and Fitness, Athens, Greece, 1996. 
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76.  Pérusse L, Collier G, Gagnon J, Leon AS, Rao DC, Skinner JS, Wilmore JH, Zimmet PZ, and 

Bouchard C.  Acute and chronic effects of exercise on leptin levels in human.  To be presented at the 

North American Association for the Study of Obesity, 1996. 

77.  Gagnon J, Ho-Kim MA, Chagnon YC, Pérusse L, Dionne FT, Leon AS, Skinner JS, Wilmore JH, 

Rao DC and Bouchard C.  Absence of linkage between the training response of VO2MAX and 

Chromosome 22 markers.  Submitted abstract to the ACSM, 1996. 

78.  Gu C, Todorov AA and Rao DC.  Genome screening using extremely discordant and extremely 

concordant sibpairs.  Genetic Analysis Workshop 10, 1996. 

79. Grinker JA, Perusse L, Rice T, Rao DC, and Bouchard C.  Familial aggregation for 12-yr changes in 

body composition: Results from the Québec Family Study. Presented at the 1997 Experimental 

Biology meeting in New Orleans. 

80. Borecki IB, Blangero J, Rice T, Bouchard C, and Rao DC.  Evidence for two-locus inheritance of 

human fatness. Presented at the 6
th

 annual meeting of the International Genetic Epidemiology Society 

in Baltimore MD., October 1997.  Genetic Epidemiology 14:519, 1997 (abs). 

81. Gu C and Rao DC. The effect of IBD imputation on the analysis of extreme sibpairs.  Presented at the 

6
th

 Annual Meeting of the International Genetic Epidemiology Society (IGES), Baltimore, MD., 

October, 1997. 

82 Skinner JS, Jaskólski A, Jaskólski A, Gagnon J, Leon AS, Wilmore JH, Rao DC, and Bouchard C.  

Endurance Training and Perceived Exertion (RPE).  Abstract submitted to American College of 

Sports Medicine (ACSM) meeting. 1997 

83. Todorov AA, Siegmund KD, Heath AC and Rao DC. Multivariate linkage analysis with structural 

relations. Platform presentation, 47
th

 meeting of the American Society of Human Genetics (ASHG), 

Baltimore, MD. 1997. 

84 Siegmund KD, Todorov AA and Rao DC.  A comparison of parametric and non-parametric linkage 

methods for diseases with variable age of onset.  6
th

 annual meeting of the International Genetic 

Epidemiology Society (IGES) in Baltimore, MD, August, 1997. 

85. Todorov AA, Genin E, Siegmund K, and Rao DC.  Power of the affected sibpair method in the 

presence of environmental factors. Platform presentation, 6
th

 Annual Meeting of the International 

Genetic Epidemiology Society (IGES), Baltimore, MD. August, 1997. 

86. Stanforth PR, Ruthven MD, Gagnon J, Bouchard C, Leon AS, Rao DC, Skinner JS and Wilmore JW. 

Accuracy of prediction equations to estimate submaximal VO2 during cycle ergometry. Presented at 

the American College of Sports Medicine (ACSM) meeting, 1998. 

87. Lussier-Cacan S, Gagnon J, Leon AS, Rao DC, Skinner JS, Wilmore JH, Bouchard C and Davignon 

J. Effects of exercise training on plasma total homocysteine and glutathione levels: The HERITAGE 

Family Study. Presented at the American College of Sports Medicine (ACSM) meeting, 1998. 

88. Sun G, Gagnon J, Chagnon YC, Pérusse L, Leon AS, Rao DC, Skinner JS, Wilmore JH and 

Bouchard C. Association and linkage studies between the IGF-1 gene and body composition: The 

HERITAGE Family Study. Presented at the American College of Sports Medicine (ACSM) meeting, 

1998. 
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89. Kaeferlein B, Serfass RC, Walker AJ, Rao DC, Skinner JS, Wilmore JH, Gagnon J, Bouchard C and 

Leon AS. The effect of exercise training on heart rate variability and stroke volume. Presented at the 

American College of Sports Medicine (ACSM) meeting, 1998. 

90. Walker AJ, Leon AS, Deprés JP, Rao DC, Skinner JS, Wilmore JH, Gagnon J and Bouchard C. Body 

fat versus dietary fat in a bi-racial population of men and women: The HERITAGE Family Study. 

Presented at the American College of Sports Medicine (ACSM) meeting, 1998. 

91. Gagnon J, Nadeau A, Rice T, Li X, Tremblay A, Leon AS, Rao DC, Skinner JS, Wilmore JH and 

Bouchard C. Reproducibility of exercise plasma substrate levels: The HERITAGE Family Study. 

Presented at the American College of Sports Medicine (ACSM) meeting, Orlando, FL, May 1998.  

Medicine and Science in Sports and Exercise 30(suppl), 1998 (abs). 

92. Leon AS, Schmitz MKH, Walker AJ, Despres JP, Rao DC, Skinner, Wilmore JH, Gagnon J, 

Bouchard C.  Response of blood lipids to aerobic exercise training The HERITAGE Family Study.  

Presented at the American College of Cardiology Meeting, Rio de Janeiro, Brazil, April 26-30, 1998. 

93 Rice T, Province MA, Pérusse L, Chagnon Y, Borecki IB, Rankinen T, Gu C, Nadeau A, Rao DC and 

Bouchard C.  The role of fat mass in an investigation of quantitative trait loci for blood pressure in 

Obese-prone families:  The Quebec Family Study.  Presented at the Genetic and Molecular Basis of 

Obesity Satellite Symposium of the 8
th

 International Congress on Obesity, Paris, France, August, 

1998. 

94. Pérusse L, Chagnon YC, Warden C, Després JP, Rice T, Rao DC, and Bouchard C.  Linkage between 

human syntenic region to the mouse Mob-1 QTL and abdominal visceral fat and blood lipids.  

Presented at the 1998 8
th

 International Congress on Obesity, Paris, France, August 29-September 3, 

1998.  International Journal of Obesity 22(Suppl3):S15, 1998 (abs). 

95. Chagnon YC, Rice T, Rao DC, and Bouchard C.  Genetics of obesity and related subphenotypes in 

the Quebec Family Study.  Presented at the Genetic and Molecular Basis of Obesity Satellite 

Symposium of the 8
th

 International Congress on Obesity, Paris, France, August 29-September 3, 

1998.   

96. Sun G, Chagnon YC, Gagnon J, Pérusse L, Rao DC, Rivera M, Sjöström L, and Bouchard C.  ApaI 

polymorphism in IGF-II gene associated with higher BMI and fat mass (FM) in women from the 

Swedish obese subjects (SOS) and the Québec Family Study (QFS) cohorts. Presented at the 1998 8
th

 

International Congress on Obesity, Paris, France, August 29-September 3, 1998. 

97. Province MA, Rice T, Borecki IB, Gu C and Rao DC.  A multivariate and multilocus variance 

components approach using structural relationships to assess quantitative trait linkage via SEGPATH.  

Presented at the 7
th

 Annual meeting of the International Genetic Epidemiology Society, Arcachon, 

France, September 11-12, 1998.  Genetic Epidemiology 15:546-547, 1998 (abs). 

98. Borecki I, Province M, Rice T, Bouchard C and Rao DC.  Evaluating the evidence for linkage of 

candidate genes with BMI, fat mass, and fat-free mass by using a variance components approach 

(SEGPATH): The Québec Family Study. Presented at the 7
th

 Annual meeting of the International 

Genetic Epidemiology Society, Arcachon, France, September 11-12, 1998.  Genetic Epidemiology 

15:544, 1998 (abs). 

99. Gu C, Province MA and Rao DC.  A meta-analysis methodology for combining results of family-

based genetic association studies. Presented at the Annual meeting of the International Genetic 

Epidemiology Society, Archachon, France, September 11-12, 1998. 
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100. Pérusse L, Chagnon YC, Rice T, Rao DC, and Bouchard C.  Genetics of obesity and related sub-

phenotypes in the Quebec Family Study.  Presented at the Genetic and Molecular Basis of Obesity 

Satellite Symposium of the 8
th

 International Congress on Obesity, Paris, France, August 29-

September 3, 1998. 

101. Katzmarzyk PT, Rankinen T, Russe LP, Rao DC, and Bouchard C.  Familial risk of hypertension in 

Canada.  Presented at the Annual meeting of the American Association of Physical Anthropology, 

1998. 

102. Sun G, Gagnon J, Després JP, Bergeron J, Chagnon YC, Pérusse L, Leon AS, Skinner JS, Wilmore 

JH, Rao DC, Bouchard C and Ste-Foy QC.  Plasma lipid levels and their responses to endurance 

training:  Association with an IGF-I gene polymorphism.  Submitted for presentation at the Annual 

meeting of the American College of Sports Medicine, 1999. 

103. Skinner JS, Gagnon J, Leon AS, Mandel S, Rao DC, Wilmore JH, and Bouchard C.  Classification of 

responders and non-responders to standardized training:  The HERITAGE Family Study.  Submitted 

for presentation at the Annual meeting of the American College of Sports Medicine, 1999. 

104. Stanforth PR, Gagnon J, Rice T, Bouchard C, Leon AS, Rao DC, Skinner JS and Wilmore JH.  

Reproducibility of resting blood pressure and heart rate measurements: The HERITAGE Family 

Study.  Presented at the American College of Sports Medicine meeting, 1999.  Medicine and Science 

in Sports and Exercise 31:S143, 1999 (abs). 

105. Rivera MA, Gagnon J, Rice T, Simoneau JA, Pérusse L, Leon AS, Skinner JS, Wilmore JH, Rao DC 

and Bouchard C.  Association between a transforming growth factor beta-1 polymorphism and blood 

pressure response to acute exercise in the HERITAGE Family Study.  Presented at the American 

College of Sports Medicine meeting, 1999.  Medicine and Science in Sports and Exercise 31:S373, 

1999 (abs). 

106. Al’Absi M, Devereux R, Lewis C, Kitzman D, Rao DC, Bhandari A, Markovitz J, and Arnett D.  

Relation of cardiovascular stress reactivity to left ventricular mass and relative wall thickness in 

hypertensives:  Effects of race and gender.  Presented at the Psychosomatic Medicine Meeting in 

Vancouver, British Columbia, March 17-19, 1999. 

107. Rankinen T, Gagnon J, Pérusse L, Chagnon YC, Leon AS, Skinner JS, Wilmore JH, Rao DC, 

Bouchard C.  Interaction between angiotensinogen (AGT) and angiotensin-converting enzyme (ACE) 

polymorphisms with exercise blood pressure:  The Heritage Family Study.  Presented at Experimental 

Biology 99, April 17-22, 1999, Washington D.C. FASEB J 13:A416, 1999. 

108. Arnett DK, Devereux RB, Rao DC, Kitzman D, Oberman A and Hopkins P.  A genome search in 

hypertensive African American and White siblings detects a locus mapping to chromosome 7 that 

influences variation in left ventricular mass:  The HyperGEN Study.  Submitted for presentation at 

the American Heart Association 72
nd

 Scientific Sessions, 1999. 

109. Rao DC and Gu C.  Trade-off between false positives and false negatives.  Presented at Genetic 

Dissection of Complex Traits: Challenges for the Next Millennium, the Newton E. Morton 

Symposium, St. Louis, MO, September 8, 1999. 

110. Feitosa MF, Borecki IB, Hunt SC, Arnett DK, Schreiner P, Rao DC and Province MA.  The genetics 

of regional fat distribution phenotypes in the population-based NHLBI Family Heart Study.  

Presented at the 8
th

 Annual Meeting of the International Genetic Epidemiology Society, September 9-

10, St. Louis, MO, 1999. Genetic Epidemiology 17:200-201, 1999 (abs). 
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111. Borecki IB, Province MA and Rao DC.  False positives and false negatives in variance components 

linkage analysis of quantitative traits using SEGPATH.  Presented at the 8
th

 Annual Meeting of the 

International Genetic Epidemiology Society, St. Louis, MO, September 9-10, 1999. Genetic 

Epidemiology 17:212, 1999 (abs). 

112. Rice T, Province MA, Pérusse L, Chagnon Y, Rankinen T, Borecki IB, Bouchard C and Rao DC.  A 

genome-wide linkage analysis of blood pressure and heart rate in the Québec Family Study using a 

variance components approach (SEGPATH). Presented at the 8
th

 Annual Meeting of the International 

Genetic Epidemiology Society, St. Louis, MO, September 9-10, 1999.  Genetic Epidemiology 

17:227, 1999 (abs). 

113. Gu C, Province MA and Rao DC.  Precision mapping of human QTLs by combined 

linkage/disequilibrium analysis. Presented at the 8
th

 Annual Meeting of the International Genetic 

Epidemiology Society, St. Louis, MO, September 9-10, 1999. 

114. Chagnon YC, Rice T, Gagnon J, Pérusse L, Ho-Kim MA, Lacaille M, Paré C, Collier GR, Leon AS, 

Skinner JS, Wilmore JH, Rao DC and Bouchard C.  Genome-wide search for genes related to 

adiposity and its change with endurance training in The HERITAGE Family Study.  Presented at the 

1999 annual meeting of the North American Association for the Study of Obesity, Charleston, NC, 

November 14-18, 1999.  Obesity Research 7:30S, 1999 (abs). 

115. Pérusse L, Rice T, Chagnon YC, Roy S, Lacaille M, Ho-Kim MA, Chagnon M, Province MA, Rao 

DC and Bouchard C.  A genome-wide search for genes related to abdominal fat measured by CT-scan 

in the Québec Family Study.  Presented at the 1999 annual meeting of the North American 

Association for the Study of Obesity, Charleston, NC, November 14-18, 1999. Obesity Research 

7:30S, 1999 (abs). 

116. Krieger H, Rice T, Hunt SC, Arnett DK, Ellison RC, Savage P, Rich S, Lewis CE and Rao DC.  

Spouse correlations for BMI and resting and challenged blood pressures in the HyperGEN Study.  

Presented at the American College of Sports Medicine meeting in 1999. 

117. Leon AS, Gaskill SE, Rice T, Mandel S, Després JP, Bergeron J, Gagnon J, Rao DC, Skinner JS, 

Wilmore JH and Bouchard C.  Variability in responsiveness of plasma HDL cholesterol to exercise 

training:  The HERITAGE Family Study.  Presented at the American College of Sports Medicine 

meeting, Indianapolis, IN, Spring 2000.  Medicine and Science in Sports and Exercise 32:S201, 2000. 

118. Rivera MA, Echegaray M, Rankinen T, Pérusse L, Gagnon J, Rice T, Leon AS, Skinner JS, Wilmore 

JH, Rao DC and Bouchard C.  Race-angiogenin genotype interaction for resting and exercise blood 

pressure phenotypes:  The HERITAGE Family Study.  Presented at the American College of Sports 

Medicine meeting, Indianapolis, IN, Spring 2000.  Medicine and Science in Sports and Exercise 

32:S100, 2000 (abs). 

119. Rankinen T, Rice T, Pérusse L, Chagnon YC, Gagnon J, Leon AS, Skinner JS, Wilmore JH, Rao DC 

and Bouchard C.  Association between the NOS3 Glu298 Asp polymorphism and the response of 

exercise blood pressure to endurance exercise training:  The HERITAGE Family Study.  Presented at 

the American College of Sports Medicine meeting, Indianapolis, IN, Spring 2000.  Medicine and 

Science in Sports and Exercise 32:S101, 2000 (abs). 

120. Pankow JS, Rose KM, Oberman A, Hunt SC, Atwood LD, Djoussé L, Province MA, Rao DC and 

Heiss G.  Possible locus on chromosome 18q influencing the systolic blood pressure response to a 

postural challenge:  the Hypertension Genetic Epidemiology Network (HyperGEN) of the NHLBI 
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Family Blood Pressure Program.  Presented at the American Heart Association 40
th

 Annual 

Conference on Cardiovascular Disease, Epidemiology and Prevention, 2000. 

121 .An P, Rice T, Pérusse L, Borecki IB, Gagnon J, Leon AS, Skinner JS, Wilmore JH, Bouchard C and 

Rao DC.  Complex segregation analysis of blood pressure and heart rate measured before and after a 

20-week endurance exercise training program in the HERITAGE Family Study.  Presented at the 15
th

 

Scientific Meeting of the American Society of Hypertension, New York, NY, May 16-20, 2000.  

American Journal of Hypertension 13:261A, 2000 (abs). 

122. Rao DC, Province MA, Leppert MF, Oberman A, Heiss G, Ellison RC, Arnett DK, Eckfeldt JH, 

Kraja, A, Mockrin SC and Hunt SC.  A genome-wide linkage scan for hypertension in the HyperGEN 

Network: The NHLBI Family Blood Pressure Program.  Presented at the Genetics of Experimental 

and Human Hypertension Symposium, Toledo, OH, August 16-17, 2000. 

123. Boerwinkle E, Province MA, Cox D, Hunt SC, Kardia S, Mockrin SC, Risch N, Rao DC, Thiel B and 

Weder A.  A meta-linkage analysis combining genome wide scans from four multicenter networks 

searching for human hypertension genes: The NHLBI Family Blood Pressure Program.  Presented at 

the Genetics of Experimental and Human Hypertension Symposium, Toledo, OH, August 16-17, 

2000. 

124. Pankow JS, Rose KM, Oberman A, Hunt SC, Atwood LD, Djoussé L, Province MA, Rao DC and 

Heiss G.  Genome-wide scan for the heart rate response to a postural challenge in the HyperGEN 

Network: The NHLBI Family Blood Pressure Program. Presented at the Genetics of Experimental 

and Human Hypertension Symposium, Toledo, OH, August 16-17, 2000. 

125. Rao DC.  “Strategies for genetic dissection of complex traits”, presented at the Fondazione Telethon 

Convention, Rumini, Italy, November 13-14, 2000 (abs). 

126. Rao DC.  Strategies towards the dissection of complex genetic diseases, presented at “Genetics of 

Hypertension:  Approaches, Paradigms, and Impact” (under the auspices of the Italian Society of 

Hypertension Meetings), Sardinia, Italy, September 30-October 1, 2000 (abs). 

127. Arnett DK, Devereux RB, Dewan A, Oberman A, Province MA and Rao DC.  Suggestive linkage of 

large artery compliance to chromosome 2 and 18 in African Americans:  The HyperGEN Study.  

Submitted to American Society of Human Genetics, 2000. 

128. Rice T, Chagnon YC, Borecki IB, Ukkola O, Rankinen T, Perusse L, Gagnon J, Leon AS, Skinner JS, 

Wilmore JH, Bouchard C, Rao DC.  Genome-wide linkage study of abdominal fat in the sedentary 

state and in response to exercise training the black and white families of the HERITAGE Family 

Study.  Presented at NAASO meeting, Long Beach CA October 29-November2, 2000.  Obesity 

Research 8(Supp 1): 20S, 2000. 

129. An P, Rice T, Rosmond R, Ukkola O, Gagnon J, Rankinen T, Leon AS, Skinner JS, Wilmore JH, 

Bouchard C, Rao DC. Genome-wide scan for dehydroepiandrosterones measured before and after an 

exercise training program in the HERITAGE Family Study. American Journal of Human Genetics 

67(suppl 2):308, 2000.  

130. Rice T, Feitosa M, Borecki I, Rich S, Arnett D, Sholinsky P, Myers R, Province M.  Genome scan for 

body mass index in the NHLBI Family Heart Study.  Presented at the American Society of Human 

Genetics Meeting, Philadelphia, PA, October, 2000. 

131. Chagnon YC, Borecki IB, Ukkola O, Rankinen T, Perusse L, Gagnon J, Leon AS, Skinner JS, 

Wilmore JH, Bouchard C, Rao DC.  Genome-wide linkage study of abdominal fat in the sedentary 
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state and in response to exercise training the black and white families of the HERITAGE Family 

Study.  Presented at NAASO meeting, Long Beach CA October 29-November2, 2000.  Obesity 

Research 8(Supp 1): 20S, 2000. 

132. Borecki IB, Province MA, Rice T, Feitosa M, Rao DC.  Evaluation of multivariate reduction 

techniques for deriving informative phenotypes for genetic linkage analysis.  Presented at the 9
th

 

Annual International Genetic Epidemiologic Society Meeting, San Antonio, TX, October 27-28, 

2000.  Genetic Epidemiology 19:239, 2000. 

133. Pérusse L, Rice T, Chagnon YC, Tremblay A, Rao DC and Bouchard C.  A genome-wide linkage 

analysis of genes related to energy and macronutrient intake in the Québec Family Study.  Presented 

at the Annual Meeting of the North American Association for the Study of Obesity, Long Beach, CA, 

October 29-November 2, 2000. Obesity Research 8(Suppl 1):20S, 2000. 

134. Chagnon, Y.C., Borecki, I.B., Pérusse, L., Lacaille, M., Ho-Kim, M-A., Paré, C., Gagnon, J., Collier, 

G.R., Province, M.A., Rao, D.C.,  Bouchard, C. Genome-wide search for genes related to leptin in the 

Québec Family Study. An update. European Congress Obesity (ECO) 2000 Annual meeting, May 24-

27, Antwerp, Belgium. 

135. Member, American Delegation, and Invited Speaker, “Strategies for the Dissection of Complex 

Traits”, presented at the U.S. / Japan Symposium on Cardiovascular Disease, Sponsored by 

N.H.L.B.I., Jan. 8-10, 2001, Honolulu, Hawaii. 

136. Leon AS, An P, Rice T, Pérusse L, Gagnon J, Wilmore JH, Skinner JS, Rao DC, Bouchard C. 

Familial aggregation of cardiovascular response to submaximal exercise in the HERITAGE Family 

Study. The American College of Sports Medicine Annual Meeting, Baltimore, MD, June, 2001. 

137. Rankinen T, Pérusse L, An P, Rice T, Chagnon YC, Gagnon AS, Leon AS, Skinner JS, Wilmore JH, 

Rao DC, Bouchard C. Genomic scan for exercise stroke volume and cardiac output in the 

HERITAGE Family Study. The American College of Sports Medicine Annual Meeting, Baltimore, 

MD, June, 2001. 

138. St. Amand J, Skinner J, Bouchard C, Rankinen T, Wilmore J, and Rao DC.  Familial resemblance in t

 raning responses of skeletal muscle UCP2 and enzyme activities.  The American College of Sports 

Medicine Annual Meeting, Baltimore, MD, June 2, 2001. 

139. An P, Borecki IB, Pérusse L, Gagnon J, Rice T, Rankinen T, Leon AS, Skinner JS, Wilmore JH, 

Bouchard C, Rao DC. Race differences in the pattern of familial aggregation for exercise heart rate, 

systolic blood pressure, and rate-pressure product in responsive to 20-week endurance exercise 

training in the HERITAGE Family Study. Sixteenth Scientific Meeting of the American Society of 

Hypertension, May 15-19, 2001, Hyatt Regency at Embarcadero Center, San Francisco, California. 

140. Feitosa MF, Hong Y, Rice T, Borecki IB, Rankinen T, Leon AS. Skinner JS, Wilmore JH, Bouchard 

C, Rao DC. Familiality between free fatty acids and insulin sensitivity before and after 20-weeks 

exercise training, the HERITAGE Family Study. Submitted to 10
th

 Conference of the International 

Genetic Epidemiology Society, Garmisch-Partenkirchen, Germany, September, 2001. 

141. Jacobson P, Ukkola O, Buffington C, Rankinen T, Leon AS, Rao DC, Skinner JS, Wilmore JH, 

Cowan GSM, Sjöström L, and Bouchard C.  Melancortin 4 receptor sequence variations and 

associations with morbid obesity:  The Swedish obese subjects, the HERITAGE Family Study and a 

Memphis cohort.  Submitted to NAASO Annual Meeting, Quebec City, October 7-10, 2001. 
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142. An P, Borecki IB, Rankinen T, Perusse L, Leon AS, Skinner JS, Wilmore JH, Bouchard C and Rao 

DC.  Complex segregation analysis of exercise heart rate and blood pressure at baseline and in 

response to 20 weeks of endurance training:  The HERITAGE Family Study.  The American Society 

of Human Genetics 51
st
 Annual Meeting, October 12-16, 2001, San Diego, California.  American 

Journal of Human Genetics 69(4):383, 2001.  

143. Feitosa MF, Rice T, Rankinen T, Leon AS, Skinner JS, Wilmore JH, Bouchard C, Rao DC, Gaskill 

SE. Complex segregation analysis of ventilatory threshold measured before and after a 20-week 

endurance exercise training program: the HERITAGE Family Study. 51st Annual Meeting of the 

American Society of Human Genetics, San Diego, California, October 12 - 16, 2001. 

144. Lynch AI, Arnett DK, Atwood LD, Devereux RB, Kitzman DW, Hopkins PN, Oberman A, and Rao 

DC.  A genome scan of aortic root diameter in hypertensive African Americans and Whites in the 

HyperGEN Study.  Abstract submitted to 51
st
 Annual Meeting of the American Society of Human 

Genetics, San Diego, California, October 12 – 16, 2001. 

145. de Simone G, Kitzman DW, Palmieri V, Liu JE, Bella JN, Oberman A, Hopkins PN, Rao DC, 

Celentano A, and Arnett DK.  Diastolic as well as systolic function is submnormal in hypertensives 

with inappropriate left ventricular hypertrophy:  The HyperGEN Study.  Abstract submitted to 

American Heart Association Scientific Sessions, November 11-14, 2001, Anaheim, CA. 

146. de Simone G, Palmieri V, Arnett DK, Pasanisi F, Oberman A, Bella JN, Kitzman DW, Hopkins PN, 

Rao DC, Devereux RB.  Influence of measures of body build on relation of inappropriate left 

ventricular mass to prevalent cardiovascular morbidity in the HyperGEN cohort.  Abstract submitted 

to American Heart Association Scientific Sessions, November 11-14, 2001, Anaheim, CA.   

147. Vohl MC, Lemieux I, Chagnon YC, Bouchard C, Rao DC, Després JP and Pérusse L.  A genome-

wide scan for the hypertriglyceridemic-waist phenotype in the Quebec Family Study.  Abstract 

submitted to American Heart Association Scientific Sessions, November 11-14, 2001, Anaheim, CA. 

148. Togashi K, Rankinen T, Chagnon M, Leon AS, Skinner JS, Wilmore JH, Rao DC and Bouchard C.  

Association between apolipoprotein E gene polymorphism and training-induced changes in body 

composition:  The HERITAGE Family Study.  Abstract submitted to NAASO Annual Meeting, 

Quebec City, October 7-10, 2001. 

149. Hong Y, An P, S. John Weisnagel, Rice T, Rankinen T, Gagnon J, Leon AS, Skinner JS, Wilmore 

JH, Bergman RN, Bouchard C, and Rao DC. Genome-wide linkage analysis for MINMOD dependent 

traits in a sedentary Black and White population: The HERITAGE Family Study. Asia-Pacific 

Scientific Forum by American Heart Association – The Genomics Revolution: Bench to Bedside to 

Community and the 42
nd

 Annual Conference on Cardiovascular Disease Epidemiology and 

Prevention, April 23-26, 2002, Honolulu, Hawaii. P130.  

150. Feitosa MF, Borecki IB, Rankinen T, Despres JP, Leon AS, Skinner JS, Wilmore JH, Province MA, 

Bouchard C, Rao DC.  A QTL influencing triglyceride levels resides on chromosome 13:  the 

HERITAGE family study.  Presented at the 52
nd

 Annual meeting of the American Society of Human 

Genetics, Baltimore, MD, October 15-19, 2002.  Am J Hum Genet 71(4):1571. 

151. Borecki IB, Feitosa MF, Rankinen T, Despres JP, Leon AS, Skinner JS, Wilmore JH, Bouchard C, 

Rao DC, Province MA. Genomewide linkage analysis of apo-AI and apo B in the sedentary state and 

the response to training:  the HERITAGE family study.  Presented at the 11
th

 Annual International 
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Genetic Epidemiologic Society Meeting, New Orleans, LA, November 15-16, 2002.  Genet 

Epidemiol 23(3):269. 

152. Borecki IB, Feitosa MF, Kraja A, Province MA. Data mining of QTL by covariate interactions I

 nfluencing BMI to identify linked subgroups using a tree linkage approach.  Presented at the 11
th

 

Annual International Genetic Epidemiologic Society Meeting, New Orleans, LA, November 15-16, 

2002.  Genet Epidemiol 23(3):269. 

153. Agno FS, Chinali M, Bella JN, Liu JE, Arnett DK, Kitzman DW, Oberman A, Hopkins PN, Rao DC, 

Devereux RB.  Prevalence and correlated of Aortic Valve Sclerosis in hypertensive adults: the 

HyperGEN study.  Presented at the 18
th

 annual American Society of Hypertension Meeting, New 

York, NY, May 15, 2003. 

154. Skinner JS, Gaskill SE, Rankinen T, Leon AS, Wilmore JH, Rao DC, Bouchard C. Critical 

Evaluation of ACSM guidelines on prescribing exercise intensity for “Quite Unfit” people:  Evidence 

from the HERITAGE Family Study.   Presented at the ACSM meeting, Indianapolis, IN, June, 2004. 

155. Lakka H-M, Lakka TA, Rankinen AS, Skinner JS, Wilmore JH, Rao DC, Bouchard C.  TNF-α gene 

G-308A polymorphism and body fatness in the HERTIAGE Family Study.  Presented at the 40
th

 

annual meeting of the European Association for the Study of Diabetes, Munich, Germany, September 

5-9, 2004 

156. Lakka TA, Lakka H-M, Rankinen T, Leon AS, Rao DC, Skinner JS, Wilmore JH, Bouchard C. 

Exercise training reduces C-reactive protein levels in sedentary healthy adults: the HERITAGE 

Family Study.  Presented at the AHA Meeting , New Orleans, LA, November, 2004 

157. Li ZB, Devereux RB, Liu JE, Kitzman DW, Oberman A, Hopkins P, Rao DC, Arnett DK  Prevalence 

and Correlates of Aortic Regurgitation in Hypertensive Patients: The HyperGen Study  To be 

presented at the American Society of Echocardiography in 2005. 

158. Li ZB, Bella J, Cai L, Kitzman DW, Oberman A, Hopkins P, Rao DC, Arnett DK, Devereux RB  

Gender Difference in the Relationship of Left Ventricular Mass Index and Systolic Function in 

Hypertensive Patients:  The HyperGEN Study  Presented at the American Heart Association 

Scientific Sessions, Dallas, Texas, Nov 13-16, 2005. 

159. Ardern AI, Katzmarzyk PT, Rankinen T, Skinner JS, Wilmore JH, Rao DC, Leon AS, and Bouchard 

C.  NCEP ATP III Cholesterol Guidline Eligibility in Response to 20 weeks of Aerobic Exercise 

Training:  The HERITAGE Family Study.  Presented at the CDC’s Meeting on Physical Activity and 

Public Health, Atlanta, Ga, April 17-20, 2006. 

160. Blackburn P, Lamarche B, Rankinen T, Leon AS, Rao DC, Skinner JS, Wilmore JH, Bouchard C and 

Despres JP  Effects of endurance exercise training on electrophoretic characteristics of LDL particles:  

The HERITAGE Family Study.  To be presented at the Canadian Cardiovascular Congress, 

Vancouver, BC in October 2006. 

161. Ewy GA, Wilmore JH, Rankinen T, Leon AS, Rao DC, Skinner JS and Bouchard C.  Lp-PLA2 is 

Weakly to Modestly Correlated with Insulin, Visceral Fat, and Lipids and Lipoproteins, but is 
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Uncorrelated with C-Reactive Protein (hsCRP) and Blood Pressure:  The HERITAGE Family Study.  

To be presented at the American Heart Association Scientific Meeting in November 2006. 

162. Leon AS, Wilmore JH, Ewy GA, Rankinen T, Rao DC, Skinner JS and Bouchard C.  Endurance 

Exercise Training Reduces Lp-PLA2 in Young White Adults:  The HERITAGE Family Study.  To be 

presented at the American Heart Association Scientific Meeting in November 2006. 

163. de Simone G, Bella JN, Cai L, Kitzman DW, Oberman A, Hopkins P, Rao DC, Arnett DK and 

Devereux RB.  Relation of Left Ventricular Geometry and Isovolumeric Relaxation Time in 

Hypertensive Patients:  The HyperGEN Study. Presented at the American Society of 

Echocardiography Scientific Sessions 2006 (June 2006). 

164. Devereux RB, Cooper R, Weder A, Seto TB, Hanis C, Mosley Jr. TH, Rao DC and Arnett DK.  Does 

Left Ventricular Mass Differ Between Apparently Normal Adults of Different Ethnicities?  The 

Family Blood Pressure Program.  To be presented at the American Heart Association Scientific 

Meeting in November 2006. 

165. Bella JN, Tang W, Kraja A, Rao DC, Hunt SC, Miller M, Palmieri V, Roman MJ, Kitzman DW, 

Oberman A, Devereux RB and Arnett DK.  Genetic linkage of aortic valve sclerosis and mitral 

annular calcification:  The HyperGEN Study.  To be presented at the American Heart Association 

Scientific Meeting in November 2006. 

166. Blackburn P, Lamarche B, Rankinen T, Leon AS, Rao DC, Skinner JS, Wilmore JH, Bouchard C and 

Despres JP.  Effects of endurance exercise training on electrophoretic characteristics of LDL 

particles:  The HERITAGE Family Study.  Oral presention at the Canadian Cardiovascular Congress, 

Vancouver (British Columbia). Canadain Journal of Cardiology 2006; 22 (supplement D):159D. 
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14.  Research Support 

a.  Current support 

(1) Principal Investigator, “The Family Blood Pressure Program (Program Data Center)” 09/05/95-

  08/31/09, Current Year DC $389,004 NIH Grant. 

(2) Principal Investigator, (Subcontract) “Genetic Epidemiology of Blood Pressure Intervention,”  

  09/30/02 – 07/14/09, Current year DC $150,465, NIH Grant. 

(3) Principal Investigator, “A Research Project in Genetic Epidemiology,” 07/01/78-08/31/09, 

Current   year DC $180,000, NIH Grant. 

(4)       Principal Investigator (Subcontract), “HERITAGE Family Study Phase 4” (Rao, PI), 7/1/92 – 

  1/31/09, Current year DC $110,000. NIH Grant 

(5)          Principal Investigator (Subcontract), “ECHO:  Genetics of Left Ventricular Hypertrophy – Data

  Coordinating Center”  (Arnett, P.I.), 8/10/96 – 6/30/11, Current year DC $28,796,   

  NIH Grant 

(6)           Principal Investigator “Genetic Epidemiology of Cardiovascular Disease and Risk Factors”  

  8/1/06-6/30/10, Current Year DC $173,489 NIH Grant. 

(7)           Co-Investigator “Washington University Institute of Clinical Sciences (Biostatistics and  

 Ethics Core).”  (Polonsky, P.I.), 9/30/07 – 5/31/12, Current year DC $559,911, NIH Grant. 

(8)           Principal Investigator (Subcontract), “Fine Mapping of Hypertension Genes Detected by  

  Admixture in the FBPP” 7/1/97-6/30/12, Current year DC $20,000, NIH Grant 

(9)          Co-Investigator “Genome-Wide Association Analysis in Essential Hypertension”  (Gu, P.I.), 

7/1/07-  6/30/10, Current year $50,000, NIH Grant. 

(10)         Co-Director “Genetic Basis of Inflammatory Airway Disease”  (Cole S, P.I.), 10/01/07 – 

9/30/12,   Current year DC $1,833,097 NIH Grant 

 

b   Recent Past Support 

(1) Principal Investigator, “HERITAGE:  Genetics, Exercise & Risk Factors.” 07/01/92-08/31/06,  

   Current Year DC $280,264, NIH Grant. 

(2) Principal Investigator, “Family and Genetic Studies of Cardiovascular Disease-Coordinating  

   Center,” 05/01/92-04/30/96, Total DC, $1,368,281, NIH Grant.  

(3) Core Director, Biostatistical Consultation Facility (Core), CRC on Epidemiological Genetics 

and    Family Studies, (C.R. Cloninger, CRC PI), 08/01/96-07/31/01, Total DC for the 

CRC,    $3,151,609, NIMH Grant.  

(4) Principal Investigator, “The Genetics of Obesity and its Comorbidity: The Québec Family 

Study,”    10/01/98-09/30/03, Total subcontract $39,295, Medical Research Council of 

    Canada/Laval University Grant. 


