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NAME POSITION TITLE
Rice, Treva Research Associate Professor
eRA COMMONS USER NAME (credential, e.g., agency login)

TrevaRice

EDUCATION/TRAINING (Begin with baccalaureate or other initial professional education, such as nursing, and include postdoctoral training.)
DEGREE

INSTITUTION AND LOCATION (if applicable) YEAR(S) FIELD OF STUDY
Univ. of Texas, Arlington, Texas B.S. 1981 Psychology
Univ. of Colorado, Boulder, Colorado M.A. 1984 Psychology
Univ. of Colorado, Boulder, Colorado Ph.D. 1987 Psychology, Behavior
Genetics

A. Positions and Honors
1981-1987  Graduate Research Assistant in the Department of Psychology, Institute for Behavioral
Genetics, and Colorado Adoption Project, University of Colorado, Boulder, Colorado

1987-1989 Research Instructor, Div. of Biostatistics, Washington Univ. Sch. of Medicine, St. Louis, MO

1989-1998  Research Asst. Professor, Div. of Biostatistics, Washington Univ. Sch. of Med., St. Louis, MO

1998-present Research Assoc. Professor, Div. of Biostatistics, Washington Univ. Sch. of Med., St. Louis, MO

Professional Societies / Organizations: AAAS, American Psychology Society (Founding Mbr), ASHG,

Behavior Genetic Association, International Genetic Epidemiology Society (Founding Mbr), NAASO, ACSM

Editorial Board: Journal of Nutrigenetics and Nutrigenomics

B. Selected Publications: Selected from over 170 publications
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JH, Bouchard C, Rao DC. Familial aggregation of blood lipid response to exercise training in the health,
risk factors, exercise training, and genetics (HERITAGE) Family Study. Circulation 105(16):1904-1908
2002.

Rice T, Cooper RS, Wu X, Bouchard C, Rankinen T, Rao DC, Jacquish CE, Fabsitz RR, Province MA. Meta
analysis of genome-wide scans for blood pressure in African American and Nigerian samples: The NHLBI
GeneLink Project. Am J Hypertens 19:270-274, 2005.

Gu D, Rice T, Wang S, Yang W, Gu C, Chen CS, Hixson JE, Jaquish CE, Yao ZJ, Liu DP, Rao DC, He J.
Heritability of blood pressure response to dietary sodium and potassium intake in a Chinese population.
Hypertension 50:116-122,2007.
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C. Research Support

Rice, Treva
R25-HL085040 Rao, DC 8/1/2006-6/30/2010
NIH/NHLBI
Genetic Epidemiology of Cardiovascular Disease and Risk Factors
The primary goal of this training program is to extend basic training in genetic epidemiology
and bioinformatics of cardiovascular disease and risk factors, specifically addressing the
needs of the URM and individuals with disabilities.
Role: Co-Investigator

5 R01 GM28719 Rao, D.C. 7/1/1978-8/31/2009
NIH/NIGMS

Research Project in Genetic Epidemiology

A research project that deals with the development, evaluation, and application of new
methods in statistical genetics and genetic epidemiology.

Role: Co-Investigator

1 U01 HL72507 Rao, D.C., Subcontract PI 9/30/2002-7/14/2009
NIH/Tulane University
Genetic Epidemiology of Blood Pressure Intervention

This study investigates the epidemiological effects on blood pressure of a series of
interventions including a high/low sodium intervention, a potassium supplement intervention
and cold pressor test in Chinese families with a history of hypertension.

Role: Co-Investigator

5 R0O1 HL55673 Rao, D.C., Subcontract PI 8/10/1996-6/30/2011
NIH/University of Alabama

HyperGEN: Genetics of Left Ventricular Hypertrophy

An ancillary study to add echocardiography studies to the HyperGEN-Network grant on
hypertension.

Role: Co-Investigator

R0O1 HLO45670 Rao, D.C., Subcontract PI 7/1/1992-1/31/2009
NIH/U. of Louisiana
HERITAGE Family Study Phase 4

Data Coordinating Center for a genetic epidemiological study of the changes in risk factors
and performance in response to exercise training.

Role: Co-Investigator

RO0O1-HL087263 Rice, Treva 8/15/2007-7/31/2011
NIH/Tulane University

Sodium Sensitivity and Risk of Hypertension

This intervention study looks at the hypertension risk in rural Chinese families selected for a
hypertensive proband. In this subcontract we are investigating the role of gene-by-
environment interactions in response to dietary sodium intervention for a genome-wide panel
of microsatellite markers and a large panel of over 280 candidate SNPs selected from the

Role: Subcontract PI
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5 U01 HL54473 Rao, D.C. 9/5/1995-8/31/2009
NIH/NHLBI

The Family Blood Pressure Program (Program Data Center)

Program Data Center for a collaborative network to find and characterize genes promoting
hypertension in humans and study interacting non-genetic factors with an emphasis on
making the Program a shared resource for hypertension researchers in the United States and
throughout the world.

Role: Co-Investigator

R0O1 HL69870 Rice, Treva 12/1/2003-6/30/2012

NHLBI/U. of Louisania

Hypgene-Genetics, Fitness, Obesity & Risk of Hypertension

The HYPGENE (Genetics, Fitness, Obesity and Risk of Hypertension) is a case-control study
investigating the hypothesis that the effects of DNA sequence variations in candidate genes
on risk of developing hypertension depends on levels of obesity and cardiorespiratory fitness.

Role: Subcontract PI

5P20MH62130 Csernansky 8/1/2004-7/31/2009

NIH

Mapping Abnormal Neurodevelopment in Schizophrenia

Core 3 - Biostatistics Core: The Conte Center is a longitudinal examination of schizophrenic
patients, their siblings and unrelated controls. In the center, MR, psychiatric measures and
other approaches to the quantification of schizophrenic behavior will be used to follow these
subjects. The Biostatistics Core (PA Thompson, PI) will be responsible for data entry, data
analysis and data storage for the Conte Center. The core will also be responsible for web site
management, database management and other activities to manage the database.

Role: Co-Investigator
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